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MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKCDEKDLENFYRDFFQBKKI
MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKCDEKDLENFYRDFFQIKKI
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DAILMYNDCRITHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFTKESIKEIPGRIFKF
DATILMYNDCRITHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFTKESIKEIPGFKF|

Y BB

MAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKYH
MAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKYH
PELL e rrrrrrrrrrrnt

Rt 8 A R

YKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYSJKLINDLS[NKYHVEGRVLYVHDTHLPVLLRKALGCITINS

YKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYRKLINDLSIHKYHVEGRVLYVHDTHLPVLLRKALGCITINS
Pt e ettt v e rrrnnd

N S Rl

TVGLSAILEGCPTKVCGNAFYWFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLINTWQFNGNFYKNFFLDK 394
TVGLSAILEGCPTKVCGNAFYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLINTIJQFNGNFYKNFFLDK 394

X non conserved
B similar
> 50% conserved
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