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NTDB id 1042676 O0236 RS08085 WP 268913748.1 MAEVTELPLRKDVDPELTWDLTTIYHDDSEFQTDFENVKKQIDSYSKLTGTLANDAQSLLKATTAILAGARLLDKVYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
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NTDB id 1042676 O0236 RS08085 WP 268913748.1 QLKNDQDTSVDKYQSMLAQVSDLASQFSAATAWFDPELLRLDSQKMDQYYEAEPKLKDYRRFFNQTFSLRDHILSDDVEH 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEE 155
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NTDB id 1042676 O0236 RS08085 WP 268913748.1 ALALSSDVFDSGEKTFGILNNTDLSFPTVTDEEGNKVKLSDGVYGVLLESADPSVRRQAFKKLYEVYSQFQHTLSATLTT 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
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NTDB id 1042676 O0236 RS08085 WP 268913748.1 NVKQHNLKANLKHYDNALQAALTVNEIPTNVYQNLIDVVNEHLPLLHRYVQLRKQILGVDELHMYDMYTSLVGEQSPRYT 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALT 314
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NTDB id 1042676 O0236 RS08085 WP 268913748.1 FDESKRIARDALQVLGDDYVSHVDEEFNQRWIDVVENRYKRSGGYSSGTYDTNPFILLNWQDNLDNLYTLIHETGHSMHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHS 394
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LLTDEQTLLAKDEPVKNIDDSKNLTKRFKAHI LNHYYLDGFKGTVFRQTQFAEFEHQAF IHEAQDAASG
NTDB id 1042676 O0236 RS08085 WP 268913748.1 YYAKNNQPFQYGDYSIFVAEIASTTNENLLTDQLLADPNIDSNLKKHILNYYLDGFKGTVFRQTQFAEFEQFIHEQDAAG 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVK.DDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASG 473
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VVHNGDTEQERDKVDEAYLGTFYLKAS
NTDB id 1042676 O0236 RS08085 WP 268913748.1 QPLTASFLNENYLKLNQKYYGDAVISDDEIGLEWSRIPHFYYNFYVYQYATGFAAASTLADKVVNGDQRDVDAYLGFLKS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKA 553
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NTDB id 1042676 O0236 RS08085 WP 268913748.1 GSSDIPTNVMKKAGVDMTKPEYLEKAFAIFEERLNEFEKLVTK..... 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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