logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus RN

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus 1ok

id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id

ol

412
170
280
205
239

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

[

412
170
280
205
239

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

412
170
280
205
239

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

[thelieg

412
170
280
205
239

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

UEES

MMQJMW

X kkkKkKKKKkKkKkkK [ ||

U

AR e Deslisle ety L TR

* % %

letbonfa L T b

Lk )

LAV TW A HTIN e

RIMTRIZKLYSRVLRFFGIGESHILVT LEIDLIERAQOTDPT APYAKTGEVT RLSTKARBIQIMEA BJ
BTGSKLYSRVLRFFGIGESQLVTILEDLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
BTGSKLYSRVLRFFGIGESQLVTILEADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
NTGSKLYSRVLRFFGIGESQLVTILEDLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILEADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
NTGSKLEISRVLRFFGIGESQLVTILEDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQY
BTGSKLYSRVLRFFGIGESQLVTILMDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY

333323

LlPMYESYGQEFLAQKLELKES INSRVLRFFGIGESQLJ2T|® |MDL DE\QT PT APIBAGNGEVTLRL EIKIsl DAFAEA |38
L PMigaN [VAPIALIRGNVE YK \YSIVLRFFGIGESQL)NMLIAD IDWIQT

PT APWMAINNGEVTLRL JAkiil I [4EfASS
Pl bl D DD LD S Dk Dok |

IFg A

LV

o sk D LD DL LD Do ook |

o grea e sl

* 1k

e AR

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIIGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIGGFVTYS
SLRDMCYGYGEETSLASIVVEELKRQGKTIf§ AESLTAGLFQARVAPMFSGASSIFKGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVAMFSGASSIFKGGFVTYS

Y G YT SLENY  VIRELIWAQGIATIA - AESLT ‘ GLFEY WS GAME K GEFRVA Y]

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFIGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGISSIFKGGFVTYS

L1 ok ok o NN

156
156
156
156
156
156
156
156
159

233
232
232
232
232
232
232
236
239

308
312
312
312
312
312
312
308
311



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

510 SM12261 RS08320 WP 000642690.1
538 SMSK321 RS11060 WP 000642686.1
1042554 ACBZ92 RS21735 WP 088049161.1
124 BSU 16930 NP 389575.2

consensus

e 0o e b

[

ATl o

A
A

il

LAogag TEVIKWNIL

NMERKOEHLE B3 WLl MCAVSEMEANIMA ESINOQRgS DHCIEITCVACPERNECHPVGTV IG AN (SR
NBVEQNVIRGHK K ETHR FEAVESK ECHSELINK ¢ v QK LEGEN I (S F A ANI Ml Q

ok | okokok |k S EE Il Vs |

RO AR RLS

Q
GRSRADVRHIAVMHAFNLVRKALL SD
GRSRADVRHIAVMHAFNLVRKALLSD s

X non conserved
B similar
>50% conserved

* %

418
418
418
418
418
418
418
413
416

*

ANGK.EE EFHF
* % ok % ok % k *

388
392
392
392
392
392
392
388
390



