logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 ABOL16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 AB9L16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 AB9L16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

QAK FSL<

D WNIF RQLATM
DITIMTRQLATM
DITIFTRQ ATM
DIT FTRQL TM
DIT FTRQL TM

DIT F RQLATM
DIRIFTRQLATM
DITIFTRQLATM
DI\ FTRQ ATM

ATM
I ko RN

il

I
I

s

bV E B YR B

KAG PL QAF
JAG PL QAF
ld G PLVQAF
KAGVPLVQAF
KAGVPLVQ F
KAGVPL Q F I

KAGVPL Q F I
* % | %

ATYKEKHEM

\
I

ok ok ok kok | k11

* kkk | xkxk |k

A NLék6§%§{R gHjé'EQVEEKEQS s

~/

[EXEEE]

Y IS LT SEVRI

EAEDLRTAARLLRDRG FMAEIREPGKGBQAEVRIPALERGPGLK

AKEWLRKQGINEWK KKRKPLFDR....

RTRS R
AKUMNLRKQG N KRKN LEG. ...

o lfe

) SK
) GK
TQE
TQE
) TQA
PL
TTL
PQ
PM

helfolbe s e e £ o

kxkk kx x| * %k % |

ISFGAELPYF TQ[V
INEFGA LPAFTQ V

ANM[EZ:NARZP [N T\Y
EWIVIGAELP AIRT QEyV
AMENR ALY

INIFGA LPAFTQ V
ISIFGA LPAFTQ V
SEFGAELP FTI®

IWIFGAELPAFT|R V

kokkokkokokok |1 skokok ok Dok | Dskok | skokok ok

kol Ukl |

TP 0o Ll S JBL AR e

144
148
147
150
150
147
149
149
146
146

224
228
227
230
230
227
229
229
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1252

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 AB9L16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1252

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 AB9L16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
12562

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1042507 AB9L16 RS21910 WP 150638505.1
1198 PSJM300 03950 AFN76868.1

consensus

’iééﬁgléésﬁégRS R

EELREE /k/\

GIgAT

ILIP
LPI

A G
[ GAAI
GAJT IRSI{ FRINE D LAL

TRHAL K THQA LD RRDIA WRNEH
P

* 5k 3k k k % * I %

rspedlenlvre R Tl

QMV
QMV

* k& ko okokk |k

LPIFGD

(B b eodee e RTLATTEAL Vbl

PIIRGD
I13GD

IR AAGVPLVDELDSTAGAEGN
IRIK “INTAR IAFAAGVPLVDYLDSTAGAJAGN
EKAAIARF RTL lTFAAG PLV ALKSMAGATGN
MKAMIAR SRTLATTFAAGVPL DALISTAGATRNE YE
MKANIAR SRTLATTFAAGVPL DAL STAGATNN
Gﬁ MK I\ ARF RTL TTFAAGVPLV ALDSYAGATGN
GD MK B ARF RTL TTFAAGVPLVDALDS\AGATGN
* 1 ! B B 1 ko kokok ok | okokok *

HEal 0o [ofee e i iy

IGEESG
IGEESG

GH

GD

* %k * k| kkkk * 11 *x |k
406
.. 408
VGGLVEAMYLPIF IAMEAANG . . 407
GHL VAMYLP F LGIY 410
GBL VAMYLP F LGIY . 410
VGGLVVAMYLP IFEILGSEVES 406
VGGLV AMYLPIF 408
VGGLV AMYLPIF 408
VGGLVVAMYLPIF 405
VGGL AMYLPIF 405

%k %k %k k %

Dokokokox 1o 1 x|

X non conserved
B similar
>50% conserved

NNy E e ey W ok DLk kok 1 |

303
308
307
310
310
307
309
309
306
306

383
387
386
389
389
386
388
388
385
385



