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NTDB id 1042475 ACDZ29 RS14415 WP 375088015.1 MPNITKITTQKKRKDRYNIFVDEKYAFSVDEEVLLKFQLKKGTALDDLLLGEIQFHDEIQKAFTDALNYLSYRMRSESEI 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !! !!!!*!!!! *!*!!!*!*!!!!!!! *!!*!! !!!! !!!! * !!!**!!* !*! !! *!!!!!!! !*
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NTDB id 1042475 ACDZ29 RS14415 WP 375088015.1 RLYLKKKETEEPIIKEAIHKLYSFNYLDDLEFAKAYVRTHVNGGNKGPTTLKLELKEKGVQEKLVVEALKEYPYDIQIEH 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus *!!!!!! *!*! ! !!*! * !! ! !!! !!! !! !!! ! !!* !!* * * !!! **** ! *
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NTDB id 1042475 ACDZ29 RS14415 WP 375088015.1 ARKLAGKSVKKEKNISERALRLKVEQTLLRKGFSRDVILEALEDVTVEKDEDEQWDSLCHHAEKMERRYKNHEGFEYEQK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus ! !* ! *!!*! *! * !* * ! !!!!! !!! !** * ! !!! * !**!!!! !*!* * *! !
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NTDB id 1042475 ACDZ29 RS14415 WP 375088015.1 MKQALYRKGFPIELIERYLSNPDMD 265
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY. 264
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