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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 MLKPKTRWNLRTADENKVAALAEELHITPLVAALLVNRGLDTIESARSFLFVKNQTFHDPFLLKDMDKAVYRIREAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * *! !! ! ! !!!!!!!! !!! !! !! !!!! !!* ! !*!!! *! ! ! !!* !! *
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 EKIRIFGDYDADGVTSTTVMMTALTRLGADVDFYIPNRFTEGYGPNPMAFRLAAEQGVKVLITVDTGISAIDEAKLAGEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!! !*!!!!!!!!!!!*!!** ! *! ! !!!!!! !! !!!!!!* !!! ! ! **!!!!!!! !**!!!*! !!
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 GMDYILTDHHEPGPELPEALAIIHPKLEGSSYPFKDLAGVGVAFKLAHALLGELPEDLLEIAAIGTIADLVPLQGENRVI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*! !*!!!!!!!!!!!* !!*!!! *!**!!!!*!!!!!!!!!!!!!!!!!!!**!!**!!!!!!!!!!!!* !!!*!
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 AAKGIEQLRLTRRPGLVALMKVANVQQEALNEESIGFAMAPRINAVGRLGDADPAVDLLMSESLEEATELANEINDINKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !*! !! ! !*!! !*!* !!!**!! *!!!*!!!!!* !!!!!*!!!!! !! !!! !! *!!!

logo RQAKMVASEKMATDEEAI ESEMVEEQNQFGLPPEDSNQGTAVI
L
I
V
I
V
A
G
K
R
A
EGWNAPGVVGIVASKLVDERFYRPATIVLGS IYDEREKGI

YAKGSARS IARGFDNLF
NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 RQAMVAEMAEEAISEVEENFPPESNGVLIIGREGWNAGVVGIVASKLVERFYRPTIVLSYDREKGYAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! !! ! *!!! !! * *** * ***** !!!*!!!!!!!!!!!*!!!!! !!! ! !!! !!!!!!!! !! !!
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 ESLSTCRELLPHFGGHPMAAGMTLKIEDVQELRDRMNLIAKEQLNEEDFTPITNLDGATTLAEVSVQTIQEMSLLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!!! !!**!!!!!!!!!!!!!!!! !!!**!! !*! !! ! !!!! !* *! * * ***! *! !! *! !!!*
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 TNPKPKILIDSVQLSSARKIGANQNHLKVQLEDGENHKLDGVGFGLGHFVDELAPHAEVSVIGELSINEWNNMKKPQIFV 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !!!!**!** ! !!!!!! !*!* * *! * !!*!!! !* * * !* *!**!!*!!!!!!! !!!!* *
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 QDVSVNHWQLFDYRGKGQAEKWLADIPAQNRKIVIFSEDIYSRYPFLRNHPDLVHIKNEQDADQLDCLEGHVVFMDMPPL 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! *!!!!! !!! ! * *! ! !! ! !! * * ******! ! !* ***! *!*!!
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 REYLKRVIANKNPSRIYAHLSHEQDHFLSTMPTRDHFKWFYAFLAKKGPLDVKRYGDDLAKYRGWSRDTVDFISKVFFEL 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus * ! !** ! ! !!! * ** !!!!!! ! !!!!!!*!!!! !*!* !!!**! *!!!**!!! *!* !**!!!!*!
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NTDB id 1042446 ACDZ29 RS01955 WP 289325892.1 DFVTIENGLIMLTTNAKKRDLSESESYIRKKEQFELEQELVYSSYQQLFDWFNHYLVHEATDLEEETKQWI 791
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !! !!!!** * * !!!!!!**! *! ! !!*! ! !!! ! *! !* * ** ! * **
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