
logo MKMLFCEGQNI
C
N
R
K
F
L
Y
I
T
N
P
E
D
R
T
A
L
D
Q
K
R
I
VLAEKLAEQEEYAHLQRLYGQHYGNNTI EGA

S
S
T
A
E
IHI

LLYLATAGLMAVRTETGSEGGS IAAYKSALLAQAGLMGNLVDGSESDKI
L
L
Q
I
K
D
E
L
VEDSL ISGSHRS

N
G
V
L
K
Q
N
E
V
G
M
Q
K
K
R
S
Q
Q
S
K
T
Q
L
I

NTDB id 601 KW2 RS02615 WP 021036805.1 MLCQNCNINE.....................ATIHLYT.................................SVNGQKKQI 26
NTDB id 378 SMU RS02690 WP 002263569.1 MLCQNCKLNE.....................ATIHLYA.................................NVNGQQKQI 26
NTDB id 281 KZH43 RS03550 WP 000882517.1 MLCQNCKIND.....................STIHLYT.................................NLNGKQKQI 26
NTDB id 245 SPD RS03860 WP 000882517.1 MLCQNCKIND.....................STIHLYT.................................NLNGKQKQI 26
NTDB id 243 SPR RS03635 WP 000882517.1 MLCQNCKIND.....................STIHLYT.................................NLNGKQKQI 26
NTDB id 241 SP RS04015 WP 000882523.1 MLCQNCKIND.....................STIHLYT.................................NLNGKQKQI 26
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDLEDLSSHVKVKRSTL 80
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 ................................................................................ 0
NTDB id 85 BSU 00860 NP 387967.1 MMFG..RFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIGRGQEMSQTI 78
consensus ********** ****** *********

logo

H
R
D
F
Y
L
S
T
C
P
Q
R
N
A
C
E
K
Y
E
Q
K
V
IMI ETKALSTAGSDGMSPDFELAI

R
H
K
L
N
G
N
H
S
E
S
A
YVGTQE

N
E
H
N
A
G
I
L
S
P
L
Y
L
F
A
N
G
K
A
H
L
G
G
I
L
M
N
Q
R
S
T
A
E
Q
V
D
E
G
Q
S
L
D
E
N
S
G
N
F
N
S
V
R
A
G
S
D
A
D
L

E
Q
R

L
P
V

I
FNDPFLFDKNGLNDI

L
Q
F
G
K
F
G
I
S
V
N
A
N
S
D
I
L
Q
V
N
G
K
S
N
A
L
Q
FRADKQPEQLVELKQLRFSLTNSGNALQADKLSVTNPENQPSTIKPKPATVQATS

NTDB id 601 KW2 RS02615 WP 021036805.1 DLCQNCYQIMKSGG.............QEALFGAGNASNGNSDEPFNP.FNDIFSALQGQ.D....FNGAASNQTPPTQT 87
NTDB id 378 SMU RS02690 WP 002263569.1 DLCQNCYQIMKTDP.............ENGPLNHLSQQNSSS...INPFFDDFFGDLNNFRA....FNNQDLPNTPPTQA 86
NTDB id 281 KZH43 RS03550 WP 000882517.1 DLCQNCYKIIKTDP.............NNSLFKGMTDLNNRD...FDP.FGDFFNDLNNFRP....SSN..TPPIPPTQS 83
NTDB id 245 SPD RS03860 WP 000882517.1 DLCQNCYKIIKTDP.............NNSLFKGMTDLNNRD...FDP.FGDFFNDLNNFRP....SSN..TPPIPPTQS 83
NTDB id 243 SPR RS03635 WP 000882517.1 DLCQNCYKIIKTDP.............NNSLFKGMTDLNNRD...FDP.FGDFFNDLNNFRP....SSN..TPPIPPTQS 83
NTDB id 241 SP RS04015 WP 000882523.1 DLCQNCYKIIKTDP.............NNSLFKGMTDLNNRD...FDP.FGDFFNDLNNFRP....SSN..TPPIPPTQS 83
NTDB id 610 V4T04 RS10165 WP 012897346.1 RFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQL....LKLQKINIVSLRKELEKRTGLKVPESKKAVT 156
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 ................................................................................ 0
NTDB id 85 BSU 00860 NP 387967.1 HYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARV....LNNLGVSLNKARQQVLQLLG........... 143
consensus ************** ** ** **** * * * * *** ****** ** ** *****

logo GGGNYGNGGNGNGYNPSGMNSESRQGKRTNGPRKRSGMGSPAAKMQNGQTFQTVPNQRAPAEQSPKQTNSADKSQTNPENTKKPGMPTLLDEQSELVFASGSRIDNI
L
V
I
T
A
D
E
S
E
I
V
AKREKLNRDGSEKDMLIDPMVIGRESDAKEDE IDKQRTINRLVIHREVI LTSNRKRTKNNPVLVIGEPGVG

NTDB id 601 KW2 RS02615 WP 021036805.1 GG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEILNRRTKNNPVLIGEPGVG 157
NTDB id 378 SMU RS02690 WP 002263569.1 GGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEILNRRTKNNPVLIGEPGVG 164
NTDB id 281 KZH43 RS03550 WP 000882517.1 GGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVG 163
NTDB id 245 SPD RS03860 WP 000882517.1 GGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVG 163
NTDB id 243 SPR RS03635 WP 000882517.1 GGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVG 163
NTDB id 241 SP RS04015 WP 000882523.1 GGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVG 163
NTDB id 610 V4T04 RS10165 WP 012897346.1 ..........PMSKRKMAKGVAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHILSRRTKNNPVLVGEPGVG 226
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 ..................MQFQQTDNKKPLEQFGRNLIEEVKNGKMDPVIGRDEEIRNVIRILTRKTKNNPVLIGEPGVG 62
NTDB id 85 BSU 00860 NP 387967.1 ..........SNETGSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVLSRRTKNNPVLIGEPGVG 213
consensus *** * * ***** * ** ***!****************!!*!!!**!! **!**!*!*!!!!!!!*!!!!!!

logo KSTAI
V
A
I
VEGLAQQRKI IVKNDNGEQDVP I

E
Q
H
I
G
KLHKMRQDNGCSKENVRQI

L
V
Y
M
I
A
E
T
RLNDMVAGSVATSVL IVAQGATSKGFYIRGEQFEDERLMTKQAGKI

V
L
L
V
M
K
D
EEVIKSRESQKSADERNPQGENRDVI I IMLF IDELIHTELI IVGAGKGSGTAMGSED

NTDB id 601 KW2 RS02615 WP 021036805.1 KTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRK.RNDVIMFIDEIHEIVGAGSAGD 236
NTDB id 378 SMU RS02690 WP 002263569.1 KTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQ.RQDVILFIDEIHEIVGAGSAGD 243
NTDB id 281 KZH43 RS03550 WP 000882517.1 KTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASD 242
NTDB id 245 SPD RS03860 WP 000882517.1 KTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASD 242
NTDB id 243 SPR RS03635 WP 000882517.1 KTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASD 242
NTDB id 241 SP RS04015 WP 000882523.1 KTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASD 242
NTDB id 610 V4T04 RS10165 WP 012897346.1 KSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSS.DPDVIIFIDELHTIIGAGGGMD 305
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 KTAIVEGLAQRIVKGDVPEGLKDCVLYELDMSALIAGASYRGQFEERLKGVLKEVKESEGRIILFIDEIHTIVGAGKT.D 141
NTDB id 85 BSU 00860 NP 387967.1 KTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQ.AGNIILFIDELHTLIGAGGA.E 291
consensus !*!**!!!!!*!****!! *!*******!*******!***!!*!!*!******!*** * **!*!!!!*!***!!!** *



logo

S
G
V
A
N
I
N
MDAASGNMI LKPMSALARGDEFLHQMCL IVGATTYLHDNEYQRMKYI I EKDEPAALERRLFMAQQRP I

V
L
N
Q
KVRDQEPTS IPVAEDDEASTVIAQSTI LQRKGLIKRQADPEKRKFYEALDHYHAQRHVRSKQFIYHTDDQREAAI

NTDB id 601 KW2 RS02615 WP 021036805.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQARYEDYHHVKYTDEAI 315
NTDB id 378 SMU RS02690 WP 002263569.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQPKYEDYHHVKYTDEAI 322
NTDB id 281 KZH43 RS03550 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAI 321
NTDB id 245 SPD RS03860 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAI 321
NTDB id 243 SPR RS03635 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAI 321
NTDB id 241 SP RS04015 WP 000882523.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAI 321
NTDB id 610 V4T04 RS10165 WP 012897346.1 SVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLREKFEDYHQVKFTDQAI 385
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 GAMDAGNMLKPMLARGELHCIGATTLDEYRMYIEKDPALERRFQQVLVREPSIEDTVSILRGLKERFELHHAVRIHDRAI 221
NTDB id 85 BSU 00860 NP 387967.1 GAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHRVSITDDAI 371
consensus ***!!*!*!!!*!!!!*****!!!!**!!* *!!!!*!!!!!*****!**!*******!!*!** **!**!*! **! !!

logo

K
V
E
S
AAVAEHKMNTLSDVNRYMI STQESDRKFLPDKAIDL ILDESAACGASAMKI

K
V
M
K
R
N
I
T
L
E
R
S
T
I
S
V
L
D
F
K
N
N
S
T
F
M
Q
T
V
Q
P
D
Q
T
P
N
E
K
D
E
R
L
V
D
K
L

A
D
E

V
L
I
N
T
E
D
H
K
R
Q
E
K
R
I
L
D
M
A
I
D
Q
E
L
A
E I EEQAL

VR
E
K
N
K
E
LKANDSAEQASVTQKRADKSEQREELDYFEAKQAEAEHQSYLFSRED

NTDB id 601 KW2 RS02615 WP 021036805.1 EAAAHLSNRYIQDRFLPDKAIDLLDESGSKKNLTLKFVDPED..INRRIADA.......ENKKNEATKAEDFEKAAHFRD 386
NTDB id 378 SMU RS02690 WP 002263569.1 EAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDPKE..IDHRLIEA.......ENLKAQATRDEDYEKAAYFRD 393
NTDB id 281 KZH43 RS03550 WP 000882517.1 EAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDPKV..IDQRLIEA.......ENLKSQATREEDFEKAAYFRD 392
NTDB id 245 SPD RS03860 WP 000882517.1 EAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDPKV..IDQRLIEA.......ENLKSQATREEDFEKAAYFRD 392
NTDB id 243 SPR RS03635 WP 000882517.1 EAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDPKV..IDQRLIEA.......ENLKSQATREEDFEKAAYFRD 392
NTDB id 241 SP RS04015 WP 000882523.1 EAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDPKV..IDQRLIEA.......ENLKSQATREEDFEKAAYFRD 392
NTDB id 610 V4T04 RS10165 WP 012897346.1 KSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAE......................AQEELSE 443
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 VAAAELSNRYITERFLPDKAIDLIDEACAMIRTEIDSMPQELDAVTRRIMQLEIEEQALRKEKDEASKKRL....EQLSE 297
NTDB id 85 BSU 00860 NP 387967.1 EAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDE.......VRKEKDAAVQSQEFEKAASLRD 444
consensus **!* !!*!!***!*!!!!!!!!*!!**************** ******** **** ****************

logo

A
E
T

Q
E
L
V
I
I
Q
S
T
A
R
KLYDRKDIEKLQSMASVQESKADGQRKMTRKEKQSWEKESEKAALQGI

V
E
QKI

K
A
R
D
E
K
T
I
L
NKYRRDLDEAESKYDLNKAAELRHGKIPTLEKDIQEMEKQLEK

N
F
G
E
I
S
K
E
K
L
V
I
D
K
Q
S
T

NTDB id 601 KW2 RS02615 WP 021036805.1 QISKLRELQKQ..................................................................EVT 400
NTDB id 378 SMU RS02690 WP 002263569.1 QIAKYKEMQSA..................................................................KLD 407
NTDB id 281 KZH43 RS03550 WP 000882517.1 QIAKYKEMQKK..................................................................KIT 406
NTDB id 245 SPD RS03860 WP 000882517.1 QIAKYKEMQKK..................................................................KIT 406
NTDB id 243 SPR RS03635 WP 000882517.1 QIAKYKEMQKK..................................................................KIT 406
NTDB id 241 SP RS04015 WP 000882523.1 QIAKYKEMQKK..................................................................KIT 406
NTDB id 610 V4T04 RS10165 WP 012897346.1 AVIKLDIKASRTKE.....K.A...VEKIADKI.............Y............................KFSVK 473
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 ELTKLKDSSEGMRKQWESEKAALQGIQKKRETLNKYRRDLDEAESKYDLNKAAELRHGKIPTLEKDIQEMEKQLENGIES 377
NTDB id 85 BSU 00860 NP 387967.1 TEQRLREQVEDTKKSWKE............................................................KQ 464
consensus *********** ***

logo

E
G
K
R
D
D
I
E
Q
E
K
L
N
D
M
N
R
T
E
Q
S
P
S
V
E
I

V
I
S
T
A
D
V
E
Q
D
K
A
E
N
D
T
V
I
V
A
E
A
M
Q
S
V
H
V
I
A
I
V
S
E
R
S
T

Q
L
W
KTQGNVIP I

V
S
T
G
E
Q
K
D
I
M
L
A
T
V
K
K
Q
E
G
S
T
KERSTQETDSRKQLLIRNHMLKEAKNDEEITDLHKAEKTSRHVVIGQEDANEDAI

V
Q
S
V
D
L
A
K
V
I
T
S
A
E
R
KAVIWRRSANRSAVGI

V
L
A
K
G
K
D
T
S
P
H
K
R
NRPMIGSF IMLFLV

NTDB id 601 KW2 RS02615 WP 021036805.1 DEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFV 480
NTDB id 378 SMU RS02690 WP 002263569.1 KENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFV 487
NTDB id 281 KZH43 RS03550 WP 000882517.1 DQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFV 486
NTDB id 245 SPD RS03860 WP 000882517.1 DQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFV 486
NTDB id 243 SPR RS03635 WP 000882517.1 DQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFV 486
NTDB id 241 SP RS04015 WP 000882523.1 DQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFV 486
NTDB id 610 V4T04 RS10165 WP 012897346.1 EDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFL 553
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 RILREEVTADEIASIVSRWTGIPVTKLVEGEREKLLRLKDTLHERVVGQDNAVQLVTEAVWRARAGIKDPHRPIGSFLFL 457
NTDB id 85 BSU 00860 NP 387967.1 GQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFL 544
consensus ********** ** *****!**!*******!***!******!***!*!!**!******!**!*!*!*****!!*!!!*!*



logo GPTGVGKTELASRKAQLAADEKIQSE I
V
LFDGDSSAEEDHNSFMIRVIFDMSEFYMEKHASTVSARKL IVGSAPPGYVGYEDEGAGQLTEARKVRNHRKNPYSVLVI LLDE I

VEKAHP
NTDB id 601 KW2 RS02615 WP 021036805.1 GPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHP 560
NTDB id 378 SMU RS02690 WP 002263569.1 GPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHP 567
NTDB id 281 KZH43 RS03550 WP 000882517.1 GPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHP 566
NTDB id 245 SPD RS03860 WP 000882517.1 GPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHP 566
NTDB id 243 SPR RS03635 WP 000882517.1 GPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHP 566
NTDB id 241 SP RS04015 WP 000882523.1 GPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHP 566
NTDB id 610 V4T04 RS10165 WP 012897346.1 GPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHP 633
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 GPTGVGKTELAKALAAQLFDSEDHFIRIDMSEYMEKHSVSRLVGAPPGYVGYEEGGQLTEAVRRNPYSVVLLDEIEKAHP 537
NTDB id 85 BSU 00860 NP 387967.1 GPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHP 624
consensus !!!!!!!!!!***!!***!** ***!!*!!!!*!!!!****!*!*!!!!!!!*!*!!!!!*!! *!!!**!!!!*!!!!!

logo DVAFMNHI
M
M
L
FLQI

VLEDDGFR I
V
LTDATSGKQGRKMTVNDSFTRKNDSATLVI LVI I LMTSNI

L
V
AGSATTSGAEYKSVLTKMRDERADNEKANTYSVGFNGVAKQSADNRI

ETGAEQRNDDHYGKSDAVMEKTKSDNKLRS IVMLETGAQELRKGDQRNAHFYFKRSPELF ILMNR
NTDB id 601 KW2 RS02615 WP 021036805.1 DVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGKV..EASVGFGAAREGR.....TKSVLGQLGDFFSPEFMNR 633
NTDB id 378 SMU RS02690 WP 002263569.1 DVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGKS..EANVGFGASREGR.....TNSVLGELGNFFSPEFMNR 640
NTDB id 281 KZH43 RS03550 WP 000882517.1 DVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EASVGFGAAREGR.....TNSVLGELGNFFSPEFMNR 639
NTDB id 245 SPD RS03860 WP 000882517.1 DVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EASVGFGAAREGR.....TNSVLGELGNFFSPEFMNR 639
NTDB id 243 SPR RS03635 WP 000882517.1 DVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EASVGFGAAREGR.....TNSVLGELGNFFSPEFMNR 639
NTDB id 241 SP RS04015 WP 000882523.1 DVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EASVGFGAAREGR.....TNSVLGELGNFFSPEFMNR 639
NTDB id 610 V4T04 RS10165 WP 012897346.1 DVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNR 713
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 DVANILLQILDDGRITDSQGRMVNFTNTVVILTSNIGSSYLMEAK..........EDDGAVEDLVMTALRQHFKPELLNR 607
NTDB id 85 BSU 00860 NP 387967.1 DVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINR 704
consensus !!****!!*!*!!**!!**!!*!*!*****!*!!!*!**** ************* *******!*****!!**!!

logo

M
I
FDDEGNI IMVEFQSHKSALESGSKKQEDEHNFILETLAEKQIAVDKWSE I

K
L
Y
M
V
S
L
E
K
D
A
E
S
Q
D
L
V
I
T
V
N
E
Q
K
Q
R
I
V
L
G
K
A
S
R
V
E
S
Q
N
A
D
N
L
I
A
S
H
R
I
V
L
E
K
Q
S
D
L
V
E
T
P
Q
D
G
S
A
K
A
V
I
V
K
A
D
K
E
L
W
K
I
V
L
A
V
E
D
E
Q
V
LGAFVYNDALPAQEKFYMGARPLKRKRFATLVIQREKDENHYVI ETDLRSATVLIASTKEDQEFYLYI

L
S
R
E
H
G
N

NTDB id 601 KW2 RS02615 WP 021036805.1 FDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEH 713
NTDB id 378 SMU RS02690 WP 002263569.1 FDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEH 720
NTDB id 281 KZH43 RS03550 WP 000882517.1 FDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLEN 719
NTDB id 245 SPD RS03860 WP 000882517.1 FDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLEN 719
NTDB id 243 SPR RS03635 WP 000882517.1 FDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLEN 719
NTDB id 241 SP RS04015 WP 000882523.1 FDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLEN 719
NTDB id 610 V4T04 RS10165 WP 012897346.1 IDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSG 793
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 MDDIIMFHALSGEHFTAIAWKYVEQLVKRVAEQDIALQVEQGVIDWVVDQGADAQFGARPLKRFVQRYIETAVAKELLRG 687
NTDB id 85 BSU 00860 NP 387967.1 IDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRG 784
consensus *!**!*! *!*******!***** ****** * * **************!*****!!!!!****!***!*********

logo

N
E
P
V
E
I
S
H
K
L
Q
Y
E
A
P
K
E
Q
G
D
E
N
Q

T
H
L
I
L
V
K
H
S
V
A
D
L
I
V
D
G
L
R
M
A
I
M
V
T
D
E
H
S
N
D
K
K
G
E
I
Q
K
N
C
F
V
I
I
K
V
Q
S
V
I
A
E
N
K
A
K
T
Q
S
I
S
T
A
A
N
Q
V
K
E
KTNVAETVTVKDTSEKSAETVKPSEADKE

NTDB id 601 KW2 RS02615 WP 021036805.1 PEYKQ.LVADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 PEQKE.LKAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 PSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 PSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 PSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 PSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 610 V4T04 RS10165 WP 012897346.1 EIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 1042405 AB9L17 RS03915 WP 083226903.1 EVLPGETLHIRMHDGQCVVEK............... 708
NTDB id 85 BSU 00860 NP 387967.1 NIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
consensus * ** ******* *** *** * ** * *



X non conserved

X similar

X ≥ 50% conserved


