logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

1169
1402

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

1169
1402

consensus

0% EE*EKKEK X

SVVRNA | éK(g\/\/

............ MKATQTLP KN

VKIMN v

K NSN
K NSSG

NEAEQIA .
QALY .
KETIN.
KGVK.

............. MKTIPPQEKN| R Q

....... MAKNGGFSLFJAKKEKRJAT RHSASDKL NGE SINFEREEEINIKKINAIGREBNRP L Q e
....... MAKNGGFSLFAKKEKRJAT RHSASDJSLMN{€MSINFIEEELVIKKINAIMR(€MIRPLQ e
MSVVRNAIKKQVVDRST QQ QLIgL TD RETIN .

AR Ve s

EA kel

(DIT F RQLATM
IQUDIE FTRQ ATM
JIFRD I FTRQLATM
IWRDIT FTROLATM

............. MDKN| LT)gH

............ MAVKKEQM PTigA

4D IT FTRQ ATM

OO IMGF RQ ATM K GVP VE BEI EGHANPRIM
KAGVPLVQAFEIVAEGRNPHM

............. MAQKAIKNSVFT
LA i \[VQAEEM N eV,
AD ETRleT LES # v EN#F &E 5 ; YTHA
MaDIT FTRQL TM
i3 G PLVQAF IVASGEEINES:
KAGVPLVQ FEIVAEGIR2NPIM

............ MAAKKTQV PVI3A B
D
IATROLATM
MJADIT FTRQL TM [AG PL QAFEIVA
KAGVPL Q F I
sk | oskoskokokok

N

1 DRITHEGEH N ol ot st

LD ApMYKEK

LD AMYKEK

LDIVATYKERMEMLK{EK TKKALIFY PEYUV I]
LD VATYKEKMEN KIS(KIKKALWYPE®AV VA

TN

/

(L O

L
KL
NL

ANMEINARP Lydn TAlD
INGUIC AELP AT QIYV

11 o0 O O > o

[

I¢ ol ABE%RT%\EFAA A

INKA TA FBRTLAT FAAG P

SIKAATA FERTLAT F AG P

RTINATIREAAGVPLVDWLIBSTAGAEGN

RTINATIREAAGVPLVDNLBSTAGAEGN

RTWATFAGVPLV  AL{GRUAGATGNF
RTL MTFAAG PLV ALJSSMAGATGN
RTL TTFAAGVPLVDALMSNAGATGN

MKAWIAR FRTLATTFAAGVPL DALISTAGATRNE

MKAMIAR ERTLATTFAAGVPL DALIISTAGATRNN
Dldordok L D Dk Lakork ] %ok Lk

ik Lok

% 1%k Ix 11 *kkx k|

[

k8Pt R DR,

.'lL Al\if\/\/\

GE L
AT BF KEAI IQRRID)

I<F—

I F IgAFRSR SN DRL ' LR

G

W

W AG i SrEA Y SiBFNg DR
W B AR Fi{ARRIR S|

W V

W

*

sk ok ok ook ok ok Kok Kok Kok Kok kK [

* %k %k kokokkok Dokok |okok | * ok |

146
145
148
148
158
145
144
147
147

226
225
228
228
238
225
224
227
227

306
305
308
308
318
305
304
307
307



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1042289 ABQE72 RS05670 WP 057671824.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

Vel o et Re IEEF il

i T\.WA Y\. F §WA

J\VVGGLV AMYLPIF LEISV
VVGGLVJJAMYLPIF LYISV
v GEL AMYLP F LGWVV
V GIL AMYLP F LGNVV
VVGG V MYLPIF|ALG VV

VGGLV AMYLPIF

VGGL AMYLPIF

VGGLV AMYLPIF

VGGLV AMYLPIF

X non conserved
B similar
>50% conserved

KIRSSAN, . -

408
407
410
410
420
406
405
408
408

IGEESG LD MLNK|
AIGEE GALDEMLFKVAE ENEV NAVD LSH
K

QM

QME IGEESG LD MLNK
QM

QMVAIGEESGAL YEBEV NAVD LSH
QMEAIGEESGALD MLEKVAW YEBMEVDNEVD L [
QMVAIGEESGALD MLWKVAW YESEVDEAVD L [
QMVAIGEESGALDEMLMKVAWN YENEVDNAVD L [
TN oy ety iy oy IEEETIECIE

0300 LAt D s

y

|4V%L

386
385
388
388
398
385
384
387
387



