logo

NTDB id 1042052 ACCK16 RS07535 WP 302287794.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1042052 ACCK16 RS07535 WP 302287794.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1042052 ACCK16 RS07535 WP 302287794.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO7775 WP 000697220.1
consensus

logo

NTDB id 1042052 ACCK16 RS07535 WP 302287794.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1042052 ACCK16 RS07535 WP 302287794.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

LA R0 W HER LY o L RO A

MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF
MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF

MKILFQEIINKATIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF
L e e e e rrrrrrrrrrrrrrrrrrnd

LRLTL L VIREERERS HEORk, UL T 8T VST

NKIYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTEMYQMVSYANKALNLN
NKIYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLN
NKIYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLN

S R TN I

VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGATI
VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI

VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKATILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGATI
R

ALE SCEL BT RLATTNCRE SRR SRLERLD Y £

LRLLEMGISVQELIQWYTNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM
LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM
LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM

DKYI 324
DKYI 324
DKYI 324

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
320
320



