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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTE.......QLS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAE.......HLS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTE.......HLS 54
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNESQAG.KEVLPMLFSD..GVISPKSLAA.......LIA 53
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIAL.......TAA 62
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 .......MNSVVTANLAGITGIARRLVQDGALDEGAARAAMDQAAAAKVPLPQWFSEK..KLVTASQLAA.......ANA 64
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .......MS..ALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAE.......TIS 62
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .......MS..AFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAE.......IIS 62
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEF...RFATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYAS.....LCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDF...RFATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDF...RFATGLQVEL 123
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKT...VSAAGIAVEL 122
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEI...QFHTGLNTHA 131
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 VEFGMPLLDVSSFDPNQ.....NAIKLVSEELLQKFQVLPLFKRG...NRLFVGVSNPTQTRALDDI...KFHTNLVVEA 133
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQRG...QILYVATSNPSNIEAIDAI...RFNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHRG...HVLYVATSNPTNIEAMDAI...RFNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGE.DKEDVDNALDSNDANQAPVINLVNK 239
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDELAN..........L.VK....VSDDELQSIEDLSQDDSPVSRFINQ 188
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELAS..........L.VD....VGADEIDNIEDLSQDESPVSRYINQ 188
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAG..........L.VD....IGEDEIENIEDLSQDESPVSRYINQ 188
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLLQELGEGQEE........................EESHTLYIDNEEAEDGPVPRFIHK 178
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGLSEYVEDSG.DLEG..........LEISADD...EDQDIDTATSVTDDAPIVKFVNK 197
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 ILVDEDQIRRTLEQWQASNASLGSSLGN.DDE.EMGD..........LDVSTGDEDMGAGGDSGVDAKGDDTPVVKFVNK 201
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSFDF.....NDE.E.FD..........LDVN..LDGPTAQEDEEEAPQGDEAPIVKYINK 192
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHFNF.....DTE.E.LD..........LDVE..VDPHTTDDDDEDDKLKDEAPIVKYINK 192
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NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRK 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTA 266
NTDB id 1293 VP RS12240 WP 005479695.1 ILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1110 NGFG RS09235 WP 003689817.1 TLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKP 257
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRA 275
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 VLVDAIRRGASDIHFEPYEDDYRVRLRIDGLLKNVAKA.PVKLNQRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQ 279
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKA 270
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKT 270
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NTDB id 1410 SGL RS13950 WP 010873519.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEV 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQI 346
NTDB id 1293 VP RS12240 WP 005479695.1 IDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEI 346
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEI 346
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESV 337
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEV 355
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 IDFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEADQQKLFLEAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETR 359
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESS 350
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHA 350
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ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGQEAT
NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAET 426
NTDB id 1293 VP RS12240 WP 005479695.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1110 NGFG RS09235 WP 003689817.1 NIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPAT 417
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAET 435
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 NISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQT 439
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPET 430
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAET 430
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NTDB id 1410 SGL RS13950 WP 010873519.1 IARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAY.HPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGN 556
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNEIL.................YEANAA 488
NTDB id 1293 VP RS12240 WP 005479695.1 IIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.EHTVQL.QHLGIQTTDNI.................FRANPD 487
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.EPNSQL.QHIGIANTEQI.................FQANPD 487
NTDB id 1110 NGFG RS09235 WP 003689817.1 LSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DW.............KLYRAV 483
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NL.............KLYKAV 500
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 IARLMNMGIAPYNITSSVTLVIAQRLARRLCNNCKRK.STLPDNALLAEGFTPAQLAA.GI.............ELYEAV 504
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIP.ADIPKQSLLEMGFTEQDLAHPDF.............RVFQPV 496
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRP.IQVPERSLLEMGFTPEDLAQPEF.............QIFEPV 496
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NTDB id 1410 SGL RS13950 WP 010873519.1 LCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLE 636
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF..... 562
NTDB id 1293 VP RS12240 WP 005479695.1 GCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF..... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF..... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 GCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND..... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD..... 574
NTDB id 1041073 ACDH76 RS16535 WP 277575597.1 GCDECT.EGYKGRTGIYQVMPMTDEIGAIVLEGGNAMQIAEAAQAIGIRDLRQSALMKAAHGVTSLAEINRVTKD..... 578
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE..... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE..... 570
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