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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 MRTGMFALALGLLALRFLPALPPLWLLLCMPVLALMLLP.....FR...TYP....VAFFLFGVTWACVSAERALDDRLS 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....FR...WRP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 PRLDGQTVWLQGKVVGLPAVAEGVVRFELEDVQS.RRFRLPERMRVAWYG....................GPEIRSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 RLAVKLKRPGGLANPYAFDYEAWLLAQRIGATGTVADGQLLASA..............TSGWRDVIRQRLLAVDAQG.RE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 GGLAALVLGDGSGLSTVDWQILQDTGTVHLLVISGQHVGLLAGVMYALIASL.......ARWGLWP..RVLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 AFSAALGYGLLAGFEVPVRRACVMVGMVLLWRLRFRHLGTLWPLLLSLNAVLVFEPLASLQPGFWLSFIAVAILILIFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 .......RL.......GAWSWLQSWTRAQWLIAIGLLPVLLALNLPISLSGPLANLVAVPWVSFLILPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEAS.FAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 YLGEGLLWLAGGALEWLFKFLGW.VAGWLPAWVPSAIPVSAWVLSLLGGVLLLLPSGVP...LRGLGWPLLLLCVFPPLK 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLAL.IAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 SVPYGQVEVLQLDVGQGLAILLRTRHHSLLYDAGPRFGEF.DIGQRVVLPAIRKTGARELDLMLISHADADHAGGAQAVH 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
consensus ** ! *** *!*!!!***!**!* ! !!*!*!!!*!** !***!!**! *! !* *!****!!*!*!!!!!* **

logo

A
Q
R

A
G
L
M
VPVGKRARTMVLSASGLELPDEPGRHGLERQARLAPALPAGL ILDEKPAAQRGLSCRVANTDGEQRWAETWNDQGVANVFES ITVLWYRPWPSVQVPSDRADQARTVENSSGNAQRASCVLRMI

V
A
D
E

N
A
Q
A
R
G
Y
E
A
R
A
L
M
LL

NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 QGLPVKRVLAGELDR.......LPPLLKAQLCVNDERWEWDGVVFSTWRWS......DAREGNQASCVLMVDAQGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 TGDIDAEAEQALIDSG..RDVRAEWLQAPHHGSRTSSSKSFLRAVAPDGVLISRGRNNAFGHPHPLVMARYQWFGIPTWD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1040982 ABRP31 RS19195 WP 349972933.1 SAELGAISLQLGT..FDKPRSQRAERRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
consensus *** !!******* ** * * **!*!**

X non conserved

X similar

X ≥ 50% conserved


