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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1040184 ACDW34 RS16805 WP 174493927.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSESWTDKNTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP...YDE..GYGQ..................SQEAY 129
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP...............................AQGGM 129
NTDB id 1040184 ACDW34 RS16805 WP 174493927.1 EGSLRTRQWTDQNGQERYTTEIRG....EQMQMLDSNRQQGEQGQGFGGDNG.GYSQ.PRFNNNQQGGYGNQGNNNPGGY 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG....GNQGSGWNQAPAQTNYNQGGYSD......... 141
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QRPAQQSRQPAPDAPSHP......QEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 NVPAQQGSWGQPQQPA....KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1040184 ACDW34 RS16805 WP 174493927.1 GNPGNQGGYGNQGNYGNAGNNVNQGFQSPKPAAAPTPA..QAPADLDDDLPF 202
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .......NYAQNNNFNG......GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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