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GCEQTSTVQTGPQSVTLVTKKDPEKGAVKVRTQLAAEYIKRTSHGDLDASAKRASLDQALEKS IVNDPSGKRDASSTANMM

NTDB id 1040161 ACDW34 RS03170 WP 372403984.1 ....MYKKLITVAAISCAVVLTACETTQTGSVLKKDPEKAVKVRTQLAAEYIRTHDLDAAKRSLDQALEIDSGDSTANMM 76
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MS.TPKLKIMLCMGVAVALLASGCQTS...QTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMM 76
NTDB id 1017 ACIAD RS02540 WP 011182074.1 MSKWTINKTLGCAAIVGAFILSGCQTV...PT.TKDPEKGVKVRTQLAAEYIKSGDLDSAKRALDQALKVNPKDSSANMM 76
consensus ** !** **** !*****!*!* ***!!!!!*!!!!!!!!!!!!***!!!*!!!*!!!!! ****!**!!!!

logo MGI
VLLQQEGSRKVPSNMLDEKAEDAGHYFEKRAVIQSLRSEDPEDNAQAHRNNYGTYLYLQMEKRYHNDAIQEQFLQRTFILAGSATSLGYDQRYQRALENI

LGKRVIYMLHIK
NTDB id 1040161 ACDW34 RS03170 WP 372403984.1 MGVLLQQEGSKVSMDKADGYFKRAISRDPDNAQARNNYGTYLYLMKRYNDAIEQLQFAGASLGYDQRYRALENLGKVYMI 156
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MGILLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLK 156
NTDB id 1017 ACIAD RS02540 WP 011182074.1 MGVLLQQEGSRPNLEKADAYFERAVQLDPENAQAHNNYGTYLYQMKRYHDAIQQLTLAGSSLGYDQRYRALENIGRIYLH 156
consensus !!*!!!!!!!*****!!**!!*!!** *!*!!!!*!!!!!!!!*!*!!*!!!*!* *!!**!!!!!!!*!!!!*!**!*
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LELSAELI FLYYLKQQRQTIAPQAASTGQLMYEQFYVRLTVGQKNQDGSARALWIGLIR I
VARANGADKQRTMGMSVQV

NTDB id 1040161 ACDW34 RS03170 WP 372403984.1 VGDKENAEKTFKQTLQVNRDSVISLIELSELLYLKQQTAQASQLYEQFVRLVGQKNQDSRALWIGIRIARANGDQMGSQV 236
NTDB id 1051 ABD1 RS02465 WP 004738086.1 LGDIASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQV 236
NTDB id 1017 ACIAD RS02540 WP 011182074.1 LGGVANAEKMFSQALQANRDSSVSMLELAEIYYLQQRIPAATGMYEQYVRTVGQKNQGARALWIGIRVARANADRTGVQV 236
consensus *!****!!!*!*!*!**!!!! *!**!!*!**!!*!****!***!!!*!!*!!!!!!**!!!!!!*!*!!!!*!**!*!!
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NTDB id 1040161 ACDW34 RS03170 WP 372403984.1 LVNQLRALFPESQEYQRYLQLQYSTEAVWK 266
NTDB id 1051 ABD1 RS02465 WP 004738086.1 LVNQLRALFPESPEYQRYLQLQYSTEAVWK 266
NTDB id 1017 ACIAD RS02540 WP 011182074.1 LVNQLRIFYPDSSEYQRYLKLQYSTEAVWK 266
consensus !!!!!!***!*! !!!!!!*!!!!!!!!!!
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