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NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 MPNSVNATSPVSEPTIYRVRVAVPVFLYDHFDYKVTAEQYAQADVGMRVAVSFGRQKLVAIITEKLAIDEPLDPRFQLKF 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 .....MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKA 75
consensus ***** *! *** *!!!!!!!!!*!!!*!!! *! !! !*!! !!!*!!!!! !**!!!!!* * !* * !!!!
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NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 VTEFLDDRPILNEKVLSLLTWAAQYYQFPIGEVMHTALPTLLRQGKPYNLLARVWKVLDLHA.EDKVKRSEKQQDAYKIL 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ISDLLDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQIL 155
consensus *** !!* !!! ! !!!!!!! !!!!!!!!!!!!*!!!! !!!!!!! *! **!!* *** *! *!!! !!!!!! !!

logo KLHPAQGTQTENI LNLSGI
VETATLKALEQKKEGI

L
I
V
D
VCDTLEPHQDNFKSPESPVQRLAQMPLTALNDEDEQKKAI

TQTYI
V
L
V
K
NAQHKKQYQAFLLDGL

NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 KLHPQGTQENILNLSGIETATLKALEKKEIIVCDLEPQNFKPEPVRLAQMPLTANDEQKKAIQTILKAQKKYQAFLLDGL 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KLHPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGL 235
consensus !!!! !! !!!!!!!!*!!!!!!!! !! ** ! !!!* ! ! !! !!!!!!! !**!!!! ! ** !!* !!!!!!!!!

logo TGSGKTEVYLHQI
VMHQEVLKQGKQVLVLVPE IGLTPQTI

VSRFKQSRFHNCDNIALLHSGLNDSKRLQAWQHQATEQTGKAS I I LGTRS
NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 TGSGKTEVYLQVMQEVLKQGKQVLVLVPEIGLTPQTVSRFQSRFHCNIALLHSGLNDSKRLQAWQHTETGKASIILGTRS 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TGSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRS 315
consensus !!!!!!!!!!**!*!!!!!!!!!!!!!!!!!!!!!!*!!! !!!*! !!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!
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NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 AIFTPMPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSIDSYCLVQQGKLTRLELNQRAGTAV 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AIYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHAL 395
consensus !!*!!*! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!!!!! !! !!!! ! !!!!!!*!*
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LSEQPQL I ESEQIGKKNRTLAEKRKEQVL I FLNRRGYAPVL IVCESCGWQANCPHCDAHFTLHLTKQPYSHYLHCH
NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 MPKMHVIDLKISKKTAGLSEQLISEIGKRLEKKEQVLIFLNRRGYAPVLICESCGWQANCPHCDAHFTLHLKPYSHLHCH 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCH 475
consensus *!!!!*!!!!! !! *!*! *!! ! ! *!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!*!!!!
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NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 HCGTINRLPDACPECQQETLKPIGMGTAKVEEALNELFPKYPVLRVDRDSTSRVGSWQKIYDQIQKSEPTILLGTQMLAK 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HCGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAK 555
consensus !!!!**!!!!*!!!!!! *!!**! !!!!!!!*!*!!!! **!*!!!!!!!!!!!!!!!!!! !! !*!!!!!!!!!!



logo GHHFPHYVTLVAI LDIDAGLLSVDFIRAPTERTAQL IVQVAGRASGRGEHKKGDHVYLQTLRPDEHPLLNTI
TL ILENEKDNYRAFVAKQTLADE

NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 GHHFPYVTLVAILDIDAGLLSVDFRATERTAQLIVQVAGRSGRGEKKGDVYLQTLRPEHPLLNILLNENYRAFAKQTLAD 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAE 635
consensus !!!!!*!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!! !!!!*!!*!!!!!!!!*!!!! !* !!! !!!!!!*
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NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 RKIAQMPPYRYAILIRCESRVQQDNQSFLTEMTQQLRQQSEENLIDIWGPIPAPMERKAGRYQAHVVLLSHDRAKMHFYV 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 RKVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQI.AGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYL 714
consensus !!*! *!!!!!!*!!!*!!* *!! ! !!!! * **!!!!!!!!!!!!!!!!! !!*!*!!*!!!**!!!*

logo RQWWAQQYLVLVHQAPQKRPQHSQLMKRLSTIDVDPQEFLS
NTDB id 1040157 ACDW34 RS02205 WP 372403924.1 RQWWQYVLQ.QKPSQMKLTIDVDPQELS 746
NTDB id 1072 ABD1 RS01805 WP 000156662.1 RQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
consensus !!!! ********!**!*!!!!!!! !
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