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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...................................................MSQYTI.....CEQQTERIFD........ 16
NTDB id 1355 HI 0298 AAC21962.1 ...................................................MTSYALLHTQRVTAKNGEVFT........ 21
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 ...................................................MTSYALLHTQRVIAQNGEIFT........ 21
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...................................................MTSYALLHTQRVTAQNGEIFT........ 21
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYY.NESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTH.....KQIEPVVIASDELKYLLNALSPE 91
NTDB id 1355 HI 0298 AAC21962.1 ISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKELLQQLTPN 96
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 ISPDLWERNRQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKELLQQLTPC 96
NTDB id 1366 NTHI RS01950 WP 011271972.1 ISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKELLQQLTPH 96
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAE...........RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGA 541
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAK...........KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGA 544
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQPIYE.................ESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGV 154
NTDB id 1355 HI 0298 AAC21962.1 QMQVEE.................QVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGV 159
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 QMQVEE.................QVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGV 159
NTDB id 1366 NTHI RS01950 WP 011271972.1 QMQVEE.................QVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGV 159
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQ..DELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGI 219
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQ..DELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGI 219
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQ..EELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGI 219
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSL..LQEL.........GEGQEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQ 209
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGI 228
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDTE...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGV 223
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDE...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGV 223
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NTDB id 1306 DR RS10060 WP 027479822.1 LREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQ 619
NTDB id 1028 TT RS08215 WP 011173991.1 LRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIED 622
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTAL.ADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQ 233
NTDB id 1355 HI 0298 AAC21962.1 LQPQPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSE 238
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 LQPQPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSE 238
NTDB id 1366 NTHI RS01950 WP 011271972.1 LQPQPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAE 238
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDK 298
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINK 298
NTDB id 1293 VP RS12240 WP 005479695.1 LIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDK 298
NTDB id 1110 NGFG RS09235 WP 003689817.1 LREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQ 289
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEA 307
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDA 302
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDA 302
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NTDB id 1306 DR RS10060 WP 027479822.1 LGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARA 699
NTDB id 1028 TT RS08215 WP 011173991.1 LGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARA 702
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQL 313
NTDB id 1355 HI 0298 AAC21962.1 LGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRL 318
NTDB id 1040098 ACDK45 RS09375 WP 044364868.1 LGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRL 318
NTDB id 1366 NTHI RS01950 WP 011271972.1 LGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRL 318
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEA 378
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEA 378
NTDB id 1293 VP RS12240 WP 005479695.1 LGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEA 378
NTDB id 1110 NGFG RS09235 WP 003689817.1 LGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAA 369
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGA 387
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAA 382
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAA 382
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NTDB id 1306 DR RS10060 WP 027479822.1 LRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCS 779
NTDB id 1028 TT RS08215 WP 011173991.1 LRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCE 782
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCK 393
NTDB id 1355 HI 0298 AAC21962.1 LRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCS 398
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCK 458
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCP 458
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 LRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCN 467
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCS 462
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NTDB id 1028 TT RS08215 WP 011173991.1 HCKVEV.KPDPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR. 858
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NTDB id 1366 NTHI RS01950 WP 011271972.1 KCGGNL............................INSCDCH.QGYRGRIGVYQFLHWQQN............GY...... 431
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HCKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK. 531
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YCRQPQ.EPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI. 530
NTDB id 1293 VP RS12240 WP 005479695.1 YCKQPQ.EHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI. 530
NTDB id 1110 NGFG RS09235 WP 003689817.1 SCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY. 527
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ. 543
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE. 539
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE. 539
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