logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

logo

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.

NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

1

1

ORET s PKFCFARRLVEEYARE QAL AKRERADTVAYL [ B S e TvART | SKEFEYEDL st

MSAIRITSIPKE GFIIRRLVEEISIVEALNMSMOQEINAL BIAK BKQDESVEAYL T |2l SPRIR AEWTISEEF EPpEaDLINV DIl
MSAJMNTIZPKEF GFISRRLVEE[EMVINANUMQNAL IMAK IIKQDMVIFYLTI 3] SPIMY AEMISISEF EP)REDL[EV DiFyN3

kokk ok okkkokkk okkkokkk sk ok kk kokk kokk okkk ok kokkk kkk  kokk kk kkkkk  kk kkxX

CHORYDRKL I KGRI PLyaREsYLYVATSNPN |EA DA IRFNSKLRVERY IVEHSKLERYL seHFXEE SaFuFABEEE

IZKDI® DINKLIIMKBIRI PL [NRGIN LYVATSNP NIEA DAIRFNSKLIMVEP IVEHBIKLE L{ENHFENEE BFDFRIEERS
IBKD)Y DIZKLIMKMRI PL IIRGlE LYVATSNP NIEA DAIRFNSKLIGVEP IVEHWKLE LEJSHFEE [BIENFDMYEER

kk Kok okkok ok kkokkokk kK kkkkkokkokkokkokkokkokkokkokkkkk kkkkkokkok okkokkkk  kk kkk k k k%

DDV TheeDBEsRictDEAY [VRY NRLLIDATR SASLAFE- YERSYRVRYRVDVLRR A PLALARRLAS

DLDV) DIQZTEN D E ESJMEDEAPIVKYINKLLIDAIRMEASDLHFEPYEKSYRVRYRVDGVLRNIANPPLQLARNRLAS
DLDV|2 DigsiTys] D E |NSRADEAPIVKYINKLLIDAIRMBASDLHFEPYEKSYRVRYRVDGVLRISI AWPPLQLAWRLAS

kokokk kok ok kkkEX s ok %k ok ok ok ok ok ok ok ok Kk ok Kok Kok kok ok Kok kok kok kok kok kokkokkokkkokkokkok kxk  kokkokkok okkokxk

RS RS MR )
RLKVNSQUDISEKRVPDGRIKLK SKSKRIDFRVNSLPTLFGEK VLAILDPHISANLGIDALGYER QKALFNEALTCP

sk ok ok ok ok ok ok ok ok % ok %k ok %k ok % ok k ok ok ok ok ok ok ko kok k ok ok %k ok ok ok ok ok sk ok sk ok sk ok sk ok sk ok k ok ok kok ok kok kok kok kok kok ok skokkokkkokkokk  kok

QLLITEPTCSCRTVOLYTCLNTLATERSNISTAEDPVE NLECYNUANAPRVCLTFAAALRSFLRQDHDI I VEEIR

QGMLLITGPTGSGKTVSLYTGLNILNTERSINISTAEDPVEINLEG NQVNVNPKVGLTFAAAL SFLRQDPDIIMVGEIR
QGMLLITGPTGSGKTVSLYTGLNILNTERSANISTAEDPVEINLEG NQVNVNPKVGLTFAAAL SFLRQDPDIIMVGEIR,

3k 3k 3k 3k 3k 5k 5k 5k 5k 5k 5Kk 5K 3K 3K K K K XK XK XK Xk Xk Xk Xk Xk Xk k %k 3k >k 3k 3k >k 5k 3k >k 5k 5k >k >k 5k k >k 3K sk >k >k 5k k >k 5k k >k 5k 5k >k 5k 5k >k %k 5k 3k >k 5k 3k %k %k 5k %k %k >k >k %k >k %k k %k %

DLETAE ATKAAQTCHLV STLHTNGAAETLTRLRN CVRSFNIATSVNLYACRLARRLSQ K- ABvPiSLLE (CF

DLETAETATIKAAQTGH VMSTLHTNSAIJETLTRLRNMGV]§SFNIATSVNLVIAQRLARRLCSQCKMPESY PqNSLLEMGF
DLETAETAIKAAQTGH VMSTLHTNNAIETLTRLRNMGVENSFNIATSVNLVIAQRLARRLCSQCKMPIMN PIAASLLEMGEF
* *

ok ok Kok Kok Kok Kok Kok Kok Kok ok kkkkkkk Kk kkkkkokkokkokk kokkokkokkkkkkkkkkkkkkkkkkkk * * % % % k % %

160
160

240
240

320
320

400
400

480
480



Tl R MRS AR

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 . . . . . i ittt e et it e e e e e e e et i e e e e o Q 29
NTDB id 1058 ABD1 RS01615 WP 001274986.1 Q VGC|® CREGYKGRVGIYEVMK TPEISKIIMEDGNALEIAAASEKLGEFNNLRRSGLKKVMQGVTS 560
NTDB id 1018 ACIAD RS01685 WP 004920473.1 Q Q PVGClsl CREGYKGRVGIYEVMK TPEISKIIMEDGNALEIAAJ EWLGEFNNLRRSGLKKVMQGVTS 560

consensus * kokk  kokk  dkok  kkokok  dkokokok ok ok ok 3k 3k sk sk sk ok sk sk sk sk Kk ok sk sk sk sk ok k sk sk sk sk sk kk sk sk kkkkokkkk D okkk I Dk Ik Uk Dkxx!1 111

i

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 LEINRVT

NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQE NRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LQEINRVTSE 570
consensus P b DD Dok

X non conserved
B similar
>50% conserved



