
logo MSAFLHTTPSPKFSTGFFIRRLVEEGKHYVNSAAQNTMQQTALDEAKAKKRAFKQDI
TVAPYL IDEENFVHS ILSPLSLTI

LAE I
TI SALEFAGEPLYFLDLDGVFYDPTASLQFI

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
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logo

L
PKDKL IVDEQKL I LQKHYR I LMPL IVHQRGHQI

VLYVATSNPSTNI EAI
MDAIRFNSKLKLVEP I

V IVEHDHKLEKRLVLGSEQHFAVEESTHSFDNFDNDTEEFL
NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFNDEEF 160
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTEEL 160
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logo DLDVENLVDGPHPTATDQDEDDEEDEADKPLQGKDEAP IVKYINKLL IDAIRMGSASDLHFEPYEKSYRVRYRVDGVLRLQIANTPPLQLANTRLAS
NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQLANRLAS 240
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQLATRLAS 240
consensus **** ** * ***** ******************* ************************ ** ****** ****

logo RLKVMSQMDI SEKRVPQDGR IKLKLMSKSKATIDFRVNSLPTLFGEKI
LVLR I LDPASSAMLGIDALGYEEPDEQKALFMEALDNKP

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKP 320
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKP 320
consensus ***************************** *********************** ************ ********** **

logo QGMLL ITGPTGSGKTVSLYTGLNI LNTEHSASNI STAEDPVE INLEGI
VNQVNVNPKVGLTFAAALKRSFLRQDPDI IMVGE IR

NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIR 400
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIR 400
consensus **************************** **************************************************

logo DLETAE IA IKAAQTGHLMVMSTLHTNNSAAPETLTRLRNMGVAPSFNIATSVNLVIAQRLARRLCSQCKI
RPAIDQI

VPEKQRSLLEMGF
NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPADIPKQSLLEMGF 480
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPIQVPERSLLEMGF 480
consensus ************************* * *********** ************************* * ** *******
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NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 ...................................................MQSVEASQKIGIRDLRQSALMKAAHGVTS 29
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TEQDLAHPDFRVFQPVGCLECREGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTS 560
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TPEDLAQPEFQIFEPVGCHDCREGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTS 560
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logo LAQEVINRVTKSDE
NTDB id 1039972 ACCQ12 RS14935 WP 104579922.1 LAEINRVTKD 39
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LQEINRVTSE 570
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