logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

st sl o Bttt s sl

............ MKATQTLPEKNMRMKEMN SNEK
............. MKTIIPQ KNMRMWK NSSGKK TSG. LAM

Q
....... MAKNGGFSLFJAKKEKRJJT RHSASDJSLMN{@2MSINFMEEELNIKKINAIMR€IIRPLQ e
....... MAKNGGFSLFEAKKEKRJAT RHSASDJSLMN{€2MSINFIEEELVIKKINAIMR(€SIRPLQ e
MSATRSVVKRSQPVDRSTSQELLIAI TDERETIIN.

............. MDKN LTigH NEAEQIA .

............. MAQKIIKNSVFT DRQEA)S.

............ MAAKKTQVMP Vj3A DRKE® TN .

............ MAVKKEQMIPTFA '*D KGVK.

o] TR |\/AENF$N&§ VE s s
IATROLATM A

4D IT FTRQ ATM

MaDIT FTRQL TM

MaDIT FTRQL TM [JAG PL QAFEIVA

IN(DI GF RQ ATM K GVP VE BEI EGHANPRIM

WJADIT F RQLATM [ G PLVQAF IVAJNGMEINESHS
JQUDIJ\ FTRQ ATM KAGVPL Q F I EGI@UNPRM [
JIFRD I FTRQLATM

$IDIT FTRQLATM
Ulaokdor | Dok | Lkorok |k Dok ook

Gl

/
m—

(e IR o B ot el JBLIET e o

vk
KL
NL

LD AMYKEK ISWUIGAELPAIRT QEyV
LDPVATYKERMENLK{EK TKKALIFY PERIV
LD VATYKEKHMEM KISKIKKALgNYPIgAV

LD AMYKEK B 4K KpALENYPESIV ANMGAELPEETQ D

11 o0 O O = o

LDRVATYKEK EBRLKIAKIKKA RYPIgV

| sk ok wkok Pk Dl % 1k Ix 11 sk D% * % % [ Pl b bk bosesksk x| * %k

vl Cab Ly KR ] v K 5
eyl 800 ket BS,;EFEE,«\ARL_ \.ba L plidds
AT
SKAHIA FSRTLAT F AG P
RTWATIRFAAGVPLVDYLISTAGAGN
RTIATIRFAAGVPLVDELISTAGAINGN
RTTAVTFKAGVPLV LGIVAGATGNK
RTL MTFAAG PLV ALJASNMAGATGN

G
W
W
W RTL TTFAAGVPLVDALMSNAGATGN
W
W
*

ok okok ok ok ok ok ok ok ok kokok ok kok boskokok oskokokokok Dok | skok | * % | e (R I %% I %

146
145
148
148
158
145
144
147
147

226
225
228
228
238
225
224
227
227

306
305
308
308
318
305
304
307
307



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039957 ACCQ10 RS15900 WP 372361235.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

Vel el e, veh Rt b o

L T\.WA Y\. ngL §WA

~

J\VVGGLV AMYLPIF LEISV
VVGGLVJJAMYLPIF LYISV
v GEL AMYLP F LGWVV
V GIL AMYLP F LGNVV
MYLPIFﬁLG VV

VGGLV AMYLPIFKLGSEV.:

VGGL AMYLPIF
VGGLV AMYLPIF
VGGLV AMYLPIF

X non conserved
B similar
>50% conserved

408
407
410
410
420
406
405
408
408

QM IGEESG LD MLRNK
QMIAIGEE GALDEMLFKVAE EMNEV NAVD LSH
K

QMi IGEESG LD MLNK

QMVAIGEESGAL YEMEV NAVD LSH
QMIEAIGEESGALD MLEJKVAN YEWEVDNEVD L [
QMVAIGEESGALD MLMKVAWN YEMEVDREAVD L [

QMVAIGEESGALDEMLMKVAWN YENEVDNAVD L [
TN o ety iy oy Ny oy

03 00 LRt 5

|4V%L

386
385
388
388
398
385
384
387
387



