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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQA.INEGKTPSLTSTDEG 73
NTDB id 1039955 ACCQ10 RS15890 WP 372361234.1 ........MRRNFGFTLIELMIVVAIVAITASIALPAYQDYVIRARVAEAVVLLSGAKALVTENINNENLLAES...... 66
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP.STA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.ATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.ATG 70
consensus **!!!!!!!!!!*!!**!*!*!!*!!!*!!**!********** *! *** ** * * *
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NVDQSANTSAFLITCI STACLGIDTGGTAASTASVADPNGHQVLI EITCIVQTAMYDKTGGNATGTAAKFADKGAGAKVGNTLIAIVTMLLVTPATAYLAGTALPVSSANVYQPQRAETNSAEGAPDGIVEMRTWKRSTCAVYTARSTGQGTN

NTDB id 1197 PSJM300 03940 AFN76866.1 YI......GITDSTSYCDVD.....LDTAADGHIECTAKGGNAGKFDGKTITL.............NRTADGEWSCAST. 128
NTDB id 1039955 ACCQ10 RS15890 WP 372361234.1 ..ACNGVSG..AAPATSNVSSFTCSG....NGVLTVQ.T...TAKAGAVTITLLPAY.........VQEEPVRWRCVRT. 124
NTDB id 1424 RS RS02795 WP 011000517.1 .....GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMD...TTKAKGANITLTPT..........YASGAVTWKCTTT. 135
NTDB id 1274 LPP RS09530 WP 011214168.1 YV.........SPAATPNVASI..AIGA..NGVITITY....TAAAGGGTIVMTPTL.........QANGDVTWTCTGG. 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YV.........SPAATPNVQSI..AIGA..NGVITITY....TAAAGGGTIIMTPTL.........QANGDVTWTCTGG. 123
consensus ** *! * * ! **** ** ****** * ** * * !*!
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NTDB id 1197 PSJM300 03940 AFN76866.1 ...............LDAKYKPGKCS. 139
NTDB id 1039955 ACCQ10 RS15890 WP 372361234.1 ..............EGAIKYVPPECRN 137
NTDB id 1424 RS RS02795 WP 011000517.1 KAQAASSVAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..............S.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ..............TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..............TLLAKYRPASCRP 136
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