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NTDB id 1293 VP RS12240 WP 005479695.1 KEINQEELASLVD.....VGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQ 225
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KEINQDELAGLVD.....IGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQ 225
NTDB id 1110 NGFG RS09235 WP 003689817.1 EG..QEE............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQ 215
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VE.DSGDLEGLEISADDE...DQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVAT 234
NTDB id 1039902 ACCQ15 RS15690 WP 338339029.1 N..DDEEMGDLDVSAGDEDMGAGGDSGVDAKGDDTPVVKFVNKVLVDAIRRGASDIHFEPYEDDYRVRLRIDGLLKNVAK 238
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...NDEE.FDLDVN..LDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIAN 229
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NTDB id 1039902 ACCQ15 RS15690 WP 338339029.1 APVKLNQRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQIDFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEAD 317
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEED 308
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPE 308
consensus ** * ****!*!**! *!! !*!*!!!!******** ***!*!!***!!**!!!*!*!*!*** ! ! !* !!*



logo Q
Q
R
K
T
A
K
Q

N
L
L
Y
F
M
L
D
K
N
EAI

L
D
K
N
Q
H
R

K
RPYQGML

V
I L IMVTGPTGSGKTVTSLYTCAGLGRSNI LNDKTI

S
P
E
H
Q
T
S
E
A
R
S
V
INIASTAEDPAVE IKRYNVLESPGVINQVNQI

Q
VQNDNPKAQRVIGMFLGTFSAGEAALKRSFLR

NTDB id 1168 A1552VC RS11070 WP 000957200.1 QKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1293 VP RS12240 WP 005479695.1 QKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1110 NGFG RS09235 WP 003689817.1 QKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLR 375
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NTDB id 1039902 ACCQ15 RS15690 WP 338339029.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCNNCKRK. 476
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIP. 467
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