logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039791 ACCQO5 RS05450 WP 372393157.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039791 ACCQO5 RS05450 WP 372393157.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039791 ACCQO5 RS05450 WP 372393157.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1039791 ACCQO5 RS05450 WP 372393157.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

o ot XBBJSAKLYS Bre E@‘F@ﬁ o et e e

.......... MKATQTLP K NEREXEHN S NEKE . |
GKK TSN} LAM

Q
EEELSIKKIRAJSR{ENSERPLOWTRV . . . . .

........... MKTIEPQEKNMRMWKEEMNSS

MA..... KNGGFSLFJAKKEKRJJT RHS ASDJSLNMN{e3 W SINF

MA..... KNGGFSLFJAKKEKRIJI RHSASDKL NEW SIAFBEEELNIKKIBAJSR[ERIRPLOWTRV . . . . .
MSVVRSVIKKQPVDR

........... MDKN

........... MAQKAIKNSVFT
.......... MAAKKTQV PVIZA
.......... MAVKKHQM PTIgA

DR ey #VQAEEWAEN#NQE mVE bl o s |

IRTRQLATM

Q[eAIN .

TQ QQiav RIGV)A .
LTIgH AGQK.
KETIY .

KGVK.

DIT FTRQ ATM

DIT FTRQL TM KAG PL QAFEIVA

DIT FTRQL TM [JAG PL QAFEIVA

DIN§F RQ ATM K GVP V[ BEI ECGHYNPIM [3

DIT F RQLATM [ G PLVQAF IVARGEEINES3R
DIl FTRQ ATM KAGVPL Q F I EGIg)INPRM [
DI\ FTRQLATM

DIT FTRQLATM
[ [ | sk | oskoskokokok * * kkkk ok * * | ko ok * %k % * 1 skkok bk L x|

RN o o Vool st UL MO e

I FIQYEGAELPRFTQV ' ¥
FIN4FGA LPAFTQ V Np®
ANMEX:NARZP LN T\ D
FWIGAELPAIRT QE§V - Iy
FIQFGAELPAFTQ
FIQEFGA ' LPAITRIAV '
FEIWIFGAELPAFT|R V [¢B

* % k kb sl *xx % Ix 11 ok D% * %k % 1% I B B B e | * %k * %k

el PRl R DR, e

NE

SIKAATA FERTLAT F AG P
IAR RTWATIREFAAGVPLVD
PI IAR RTWATIMFAAGVPLVD
LKgP TARF RTHy

ALY
EIFIYA 1Y SINIFIXaly DR IAKAINIARF RTL ETFAAG PLV ALJMSPAGATGN
FV] Al FlquA@NRSI2 FRIMWIDRL LK P ARF RTL TTFAAGVPLVDALINS|\YAGATGN
il G AT F oA J4RS|{ FRpPIN DRL L ' PI GD

ok okok ok ok ok ok ok ok ok ok ok ok Kok boskokok okkokokok Dok | oxkok | *x | e (R * 1 kok | ko ok x

148
147
150
150
158
147
146
149
149

228
227
230
230
238
227
226
229
229

308
307
310
310
318
307
306
309
309



il e R Yl LA EE DD, oy

NTDB id 1169 A1552VC RS11075 WP 000648511.1 388
NTDB id 1402 DSB67 RS12670 WP 010643257.1 387
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD MLNK 390
NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LD MLNK 390
NTDB id 1039791 ACCQO5 RS05450 WP 372393157.1 QMIAIGEE GALDEWMLIGKVAJX EMNEV NAVD 398
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL |y YEIMEV NAVD 387
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIEAIGEESGALD MLEJKVAW YEWEVDNEVD 386
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLNKVAN YEEVDAVD 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDEMLMKVA§ YERNEVDNAVD 389
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF LEISV B 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . 407
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF 408
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