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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...................MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPD 61
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 MGRDLLDNCRPSSRWAIVRPMNEPKSALVVDDERDIRELLVLTLGRMGLRISTAANLAEARELLANNPYDLCLTDMRLPD 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....................MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPD 59
consensus *!*!!!! !***!* *!!*!!**** *! ** *!**!*** **!*!!!!**!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSGLDLVKHVSQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT..TENALENKL 139
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 GNGIELVTEIAKHYPQTPVAMITAFGSMDLAVEALKAGAFDFVSKPVDIGVLRGLVKHALELNNRDRPAPPPPPPEQASR 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGLDLVQYIQQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA.....PVDNR 134
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VNCGAIPASTELMESELFFGHKKGSFTG
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LIGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTG 219
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 LLGDSSAMESLRATIGKVARSQAPVYIVGESGVGKELVARTIHEQGARAAGPFVPVNCGAIPAELMESEFFGHKKGSFTG 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTG 214
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFF 299
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 AHADKPGLFQAAHGGTLFLDEVAELPLQMQVKLLRAIQEKSVRPVGASSESLVDVRILSATHKDLGDLVSDGRFRHDLYY 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYY 294
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDIS 379
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 RINVIELRVPPLRERGGDLPQLAAAIIARLAHSHGRPIPLLTQSALDALNHYGFPGNVRELENILERALALAEDDQISAT 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPH 374
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 HLHPAPLRA.NISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRY 458
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 DLRLPAHGGHRLAVPNGGAAAE....PREAVVDIDPASAALPSYIEQLERAAIQKALEENRWNKTKTAAQLGITFRALRY 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DLRLADAPGASQ.........E....GAASLS....EIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRY 437
consensus *!*** * * * * ** * ** * ***!* !*!**!* ****!!****!!*! *! *!!*!!!**!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RLKKFGLDTETEQEV 473
NTDB id 1039779 ACCQ07 RS15935 WP 011348337.1 KLKKLGME....... 484
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLKKLGID....... 445
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