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SNKNNGKHLVLGKQRAPSPQDGDI IVLQSNDYLASLANHPL IKRARLAKKAS ILDLDEETHQDQSLVFMS

NTDB id 103968 QUF32 RS21735 WP 222740149.1 MKTDAKNNRLPKFIQDRLNFFVRDLIQSNNNGKHLVLGKRPSQGDIVLQSNDYLSLANHPLIRARLKKAIDDTHDSVFMS 80
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ....MNKPQLPDFIQNKIDHYIENYFDINKNGKHLVLGKQASPDDIILQSNDYLALANHPLIKARLAKSLLEEQQSLFMS 76
consensus **** * !! !!! ** *** ! !!!!!!!!! *!* !!*!!!!!!! !!!!!!!*!!! ! * * * !*!!!

logo AI
SFLQDNDEYDSKPMS ILEHKQRLAEKFATGHFDESCLLSQSGWNANTVAGLLQTICAQPGNSTNVYIDFFAHMSLMWEGARYANAQTAIHPFMHNNCD

NTDB id 103968 QUF32 RS21735 WP 222740149.1 AIFLQDDESKPSLEHQLAEFAHFDSCLLSQSGWNANTALLQTICAPGSNVYIDFFAHMSMWEGARYANATIHPFMHNNCD 160
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ASFLQNDYDKPMIEKRLAKFTGFDECLLSQSGWNANVGLLQTICQPNTNVYIDFFAHMSLWEGARYANAQAHPFMHNNCD 156
consensus ! !!! ! !! *!* !! ! *!! !!!!!!!!!!! *!!!!!! ! *!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!

logo HLLRKML
QIKQRHGPGI IVVDS IYSTI

LGTIAPLAELVANIASKEFTGCSAI
LLVDESHSLGTHGKPNGAGLLAELGLSTDREQVDHFMTASLAK

NTDB id 103968 QUF32 RS21735 WP 222740149.1 HLLKQIKRHGPGIIVVDSIYSTIGTIAPLAELVAIAKETGSAILVDESHSLGTHGKNGAGLLAELGLSDQVDFMTASLAK 240
NTDB id 1155 A1552VC RS17030 WP 001039912.1 HLRMLIQRHGPGIIVVDSIYSTLGTIAPLAELVNISKEFGCALLVDESHSLGTHGPNGAGLLAELGLTREVHFMTASLAK 236
consensus !! ! !!!!!!!!!!!!!!!*!!!!!!!!!! ! !! !*!*!!!!!!!!!!!!*!!!!!!!!!!!* !*!!!!!!!!

logo TFAYRAGAVIWACNNENVNQRCVPF IVGSYPAI FSSTI
LLPYEAIAAGLEATTLDE I

V I EKSADENRREQHRLDFHRMNATHRI
KLRS ITGLNSQSLGI

L
N
TIRSEQSQ

NTDB id 103968 QUF32 RS21735 WP 222740149.1 TFAYRAGVIWANNNVNQCVPFVGYPAIFSSTILPYEIAALEATLDVIKSADERRERLFHNTHILSTGLNSLGINIRSQSQ 320
NTDB id 1155 A1552VC RS17030 WP 001039912.1 TFAYRAGAIWCNNEVNRCVPFISYPAIFSSTLLPYEAAGLETTLEIIESADNRRQHLDRMARKLRIGLSQLGLTIRSESQ 316
consensus !!!!!!! !!*!! !! !!!!* !!!!!!!!*!!!! !*!! !!**! !!! !! *! * * ! !! !!* !!! !!

logo I IAGLETGDERNTEKVRDYLEDSNGI
VFGASVFCRPATSKNTKNI IRLSLNTSDSVNTADEQIADKR I ILESVCQSDNAVNRYGSDFLYFKR

NTDB id 103968 QUF32 RS21735 WP 222740149.1 IIALETGDERNTEKVRDYLEDNGIFGAVFCRPATSKTKNIIRLSLTSSVTAEQIDRILSVCQNAVNRSDLYFK 393
NTDB id 1155 A1552VC RS17030 WP 001039912.1 IIGLETGDERNTEKVRDYLESNGVFGSVFCRPATSKNKNIIRLSLNSDVNDEQIAKIIEVCSDAVNYGDFYFR 389
consensus !!*!!!!!!!!!!!!!!!!! !!*!! !!!!!!!!! !!!!!!!! ! ! !!! *!* !! !!! ! !!*
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