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NTDB id 103967 QUF32 RS21730 WP 024375462.1 ....MEVVKKIYQYAEPNLTLVGWMGFIGFPLYYYIWQYVFPQPYESLLLRSFCSCLFGGIAFRNSVPKLWQRYLPYYYL 76
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
consensus ****!*!*!**!!!!!!!!*!!!!!! *!!! !!*!! ! !!!*!! ! !!* * *!!!!* !! !*!! !!!!*! !*!
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 FMIGFCLPFFFAYMMLMNDWSTVWAMSFMASIFLHILLVHETKVMLLQAAISILAAYGAVYWIQHYEPQQYILWPYVPIF 156
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
consensus ! !!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!*!*!! !!! !*! !! !!! * ***! ! !*!*!!!

logo LFTYVFGNLCFFYFRNQI
SSHESTKVS IAKSTFGAGIAHEMRNPLSALKSTS IVDVLVRSTI
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 LFTYVFGNLFYFRNQSSHESKVSIAKSFGAGIAHEMRNPLSALKSSVDVLRSILPAQNNI.SRGAHIDEQDLTLLHEILD 235
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!!!!!!**!!!! !!!*!!!!!!*!!!!!!!!!!!!!!!!!*!*!!*!***! ** ** **! !*! !!! !!
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 NADDVIHTGNETIDLLLTSIDENRVSRSTFRKQSAREVVDYALHSFSYKRAIDRQSVTIVVEDDFDYFGSDTLLKFALYN 315
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus !!!!!**!! !!!!!!!!!!!!!!* *!*!*! *!** !***!*!! ! ! *!! * !* *!!*!!!!!!! *!!*!
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 LLKNAFYYQNSEQFHIDVTLKTQGNQNLIVVKDNGVGIAPDRIDDIFKDFYTFGKNGSYGLGLPFCRKVMKSFGGNIACA 395
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQK.EHFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCA 399
consensus !!!!!!!!! *!*!****** *!!! !*!!!!!!!!* **!!!*!!!!!!!!!!!!!!!!!!!!!! !!! ! !!

logo SQVLQGEQWTEFTVLSFPLRYDESDQETVNSEHIKLTDELLMKNTKSLVI
LY IGSTNQGQAL IMS

VREHLNSEQLTASFVEYDQEGFGRFLHTAL IVSTALQEQALVRVREQDEYEFEFYDAL I LV
NTDB id 103967 QUF32 RS21730 WP 024375462.1 SVLGEWTEFTLSFPLYESQEVSHIKLDLMKNKSVLYIGTQGLMSRHLSETSFYQGFRLHLVTLQEALVREEYEFEYDAIV 475
NTDB id 1162 A1552VC RS17020 WP 001882375.1 SQQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLIL 479
consensus ! ! !!!! !!!! !*! ! *!! *!*! !!**!!!** * !*! ! * ** ! !* ! *!!!!*! !*
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 LDLEQIEDHWQSVVELESKLHFTEAQIVYLFDKQREYPINIERHLRVTPLDIRQMLRDTDKELDKLFFDVAELVQDRNVI 555
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LDLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVI 559
consensus !!!* * ** !! !*! !**! !**!* * !**!! !*!!* !* !* *!! * ! ***! !* ! !!!!
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 PQKKQTYERRILVVDDNQSLRTFTALMLEKQGYEVVQANDGQQALDAVESSDFDLILMDIEMPFIDGIEATRVIRDSDKP 635
NTDB id 1162 A1552VC RS17020 WP 001882375.1 PLQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHE 639
consensus ! ! *!!!!!!!!!!!!*!!!!!**!! !!!!!!!!!!! ! **!! !!*!!!!!!! * !*!!!!*!! !***
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NTDB id 103967 QUF32 RS21730 WP 024375462.1 YRHIPIVGHTGDNSPMTIEKIHKSGMNDYIVKPADKDKLLGKLANWI 682
NTDB id 1162 A1552VC RS17020 WP 001882375.1 YKNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
consensus !**!!!*!*!!!!!! !* ** !!!!!*!!!!!!*! !! !*! !*
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