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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAE.......HLS 54
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NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSD..GVISPKSLAA.......LIA 53
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .......MA..LATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIAL.......TAA 62
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 .......MNAVATANLVGITGIARRLVQDGALDEAGARDAMAKATAARLPLPQWFAQN..KVVTASQLAA.......ANA 64
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .......MSA..LHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAE.......TIS 62
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEF...RFATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYAS.....LCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDF...RFATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDF...RFATGLQVEL 123
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKT...VSAAGIAVEL 122
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEI...QFHTGLNTHA 131
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 LEFGMPLFDVSVFDANQ.....SAISLVSEELLRKHHVLPLFKRG...GKLYVGTSNPTH..SLDEI...KFHTNLVVES 131
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQRG...QILYVATSNPSNIEAIDAI...RFNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHRG...HVLYVATSNPTNIEAMDAI...RFNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDELAN...........LVKVSDD...ELQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELAS...........LVDVGAD...EIDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAG...........LVDIGED...EIENIEDLSQDESPVSRYINQI 189
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLLQELGE.GQE.....................EEES.HTLYIDNEEAEDGPVPRFIHKT 179
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGLSEYVEDSGDLEGL...........EISADDED..QDIDTATSVTDDAPIVKFVNKI 198
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 ILVDDDQIRRALEQWQTSHDSMTSSMGDDDEG.MANL...........EIGTDDDMA.ASDSGIDAKGDDTPVVKFVNKV 198
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSFDF.....NDE.EFDL...........DVNLDGPTA.QEDEEEAPQGDEAPIVKYINKL 193
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHFNF.....DTE.ELDL...........DVEVDPHTT.DDDDEDDKLKDEAPIVKYINKL 193
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NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKV 318
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 LVDAIRKGASDIHFEPYEDDYRVRLRIDGLLKMVARA.PVKLNQRIAARLKVMAQLDIAEKRVPQDGRIKLNLSK.TKQI 276
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
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NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEIN 347
NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVN 338
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVN 356
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 DFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEADQQKLFLDAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRN 356
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
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ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGQEATVIL
NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETV 427
NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETV 427
NTDB id 1110 NGFG RS09235 WP 003689817.1 IATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATL 418
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL 436
NTDB id 1039645 ABRP17 RS13025 WP 188326367.1 ISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTI 436
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETL 431
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETL 431
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NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIA.YHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIA.VRPSALLQSQFAFQPNEIL.................YEANAAG 489
NTDB id 1293 VP RS12240 WP 005479695.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQP.QEHTVQL.QHLGIQTTDNI.................FRANPDG 488
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQP.QEPNSQL.QHIGIANTEQI.................FQANPDG 488
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KD.............WKLYRAVG 484
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NTDB id 1410 SGL RS13950 WP 010873519.1 CQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF...... 562
NTDB id 1293 VP RS12240 WP 005479695.1 CNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF...... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF...... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 CDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND...... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD...... 574
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 CLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE...... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE...... 570
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