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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREANFA 71
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFA 72
NTDB id 1039622 ABRP16 RS09390 WP 080335115.1 MNSAATNTIDFTSFLKLMAHQRASDLFITAGMPPAIKVNGKISPITQTPLTPQQSRDLVLNVMTPAQREEFEKTHECNFA 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFA 72
NTDB id 1307 DR RS10055 WP 010888596.1 ....MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFS 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHR 149
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHS 152
NTDB id 1039622 ABRP16 RS09390 WP 080335115.1 IGLS.GVGRFRVSCFYQRNQVGMVLRRIETRIPTVDELALPPIIKTLAMTKRGIILFVGATGTGKSTSLAAMIGYRNHNS 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNS 151
NTDB id 1307 DR RS10055 WP 010888596.1 FALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTK 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHAN 229
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHAN 232
NTDB id 1039622 ABRP16 RS09390 WP 080335115.1 TGHIITIEDPIEFVHRHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLVLCTLHAN 239
NTDB id 1203 PSJM300 01605 AFN76401.1 SGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHAN 231
NTDB id 1307 DR RS10055 WP 010888596.1 KLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTN 235
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1040 H0N27 RS13360 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQE 309
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGE 312
NTDB id 1039622 ABRP16 RS09390 WP 080335115.1 NANQAMDRIINFFPEDRRNQLLMDLSLNIKGVVAQQLIPSPDGRSRKVAMEIMLGTPLVQDYIREGEIHKLKEVMKESTQ 319
NTDB id 1203 PSJM300 01605 AFN76401.1 NANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTD 311
NTDB id 1307 DR RS10055 WP 010888596.1 SAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAR 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKT.KRGDDYG...SGSLQNV....KIDME............. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKL.SEEANKPLDNRERMSEM....ERKMTFDGQRRNLK.... 383
NTDB id 1039622 ABRP16 RS09390 WP 080335115.1 LGMKTFDQSLFELYQAGEISYEDALRYADSQNEVRLKIKL.SQGGDARTLAQG.LDGV....EISEVR............ 381
NTDB id 1203 PSJM300 01605 AFN76401.1 LGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKL.GSETDGEHLTSV.SQGL....TLEMSDDDPGRSFR.... 381
NTDB id 1307 DR RS10055 WP 010888596.1 EGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGGDFGRGAA 394
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 HGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL............................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 HGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL............................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 HGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL............................................. 345
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