logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1253 GCO85 RS04835 WP 011215094.1
1039615 ABRP16 RS01390 WP 101100965.1
1010 ACIAD RS15195 WP 004923715.1
1054 ABD1 RS15870 WP 002014066.1
1084 FDQ49 RS11070 WP 004711654.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1253 GCO85 RS04835 WP 011215094.1
1039615 ABRP16 RS01390 WP 101100965.1
1010 ACIAD RS15195 WP 004923715.1
1054 ABD1 RS15870 WP 002014066.1
1084 FDQ49 RS11070 WP 004711654.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1253 GCO85 RS04835 WP 011215094 .1
1039615 ABRP16 RS01390 WP 101100965.1
1010 ACIAD RS15195 WP 004923715.1
1054 ABD1 RS15870 WP 002014066.1
1084 FDQ49 RS11070 WP 004711654.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1253 GCO85 RS04835 WP 011215094.1
1039615 ABRP16 RS01390 WP 101100965.1
1010 ACIAD RS15195 WP 004923715.1
1054 ABD1 RS15870 WP 002014066.1
1084 FDQ49 RS11070 WP 004711654.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1253 GCO85 RS04835 WP 011215094.1
1039615 ABRP16 RS01390 WP 101100965.1
1010 ACIAD RS15195 WP 004923715.1
1054 ABD1 RS15870 WP 002014066.1
1084 FDQ49 RS11070 WP 004711654.1

consensus

T st AL B o VA sBelh cndly

B|ymarcl ]

YNy Dkoxok * Uk ok |k ok

; #DEVSWFEVL@?L@NSEB\L/EW AATR Hll R B

| *k ok ok ok k|

AN

i |

* ok ookl Dok L1 Dok ook | IR ETIEEY:

A RN EREamoe e v o7 Tt R LTy

VEASEIRZVS . SBIG VU DIGITMTTLR|VIRREG s Y REQVFGGKQLT)Y

AGLINPKVADVESYA ERAFSVFAD LPMGRYNHTVGILDIGHTMTTLSVMQIGKIIYTREQVFGGKQLTN

ADILWPK ADVESYAVERAFSVFAD LPMGEANMT GILDIGHTMTTLSVMQWGKIIYTREQVFGGKQLT)H

APILNPK ADVESYAVERAFSVFAD LPMGEANET GILDIGHTMTTLSVMQWGKIIYTREQVFGGKQLT)H
* 1 Pk 111 P! Dok D loskok ok skokokokok DL Dokokok Dok Dok ]k * * 11 RN

MW%MMWEM%W%%%MAJ@M@W

Y

Dok b sk Dokokokok D Dotk okok ook Dok okokokoko Dokok Dok 01 | skokok | o o N N e Ry o N ey i

0 sFrlvasales AR
[Z QYE FVEE

LSHMS.GKKV DMITRRIDAIY LMVACGLALRIAY B 354

LAMUTLGEKYQAHARARY\PIBRINTENN S . 352

FLQMIAFSPQVD MK ENDAM\SLMVACGLALRSFDIX 353

. 352

352

Fokok |k

160
159
160
160
160

240
238
238
238
238

320
318
318
318
318



(>4 ES

non conserved
similar
>50% conserved



