
logo MQQEQHQPTFYFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVI
LYCQLPANDYLPAPEAAL ITGI ITPQKAMNASQGLASEP

NTDB id 103945 QUF32 RS06785 WP 286236157.1 MQQQHQPTYFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVLYCQLPADYLPAPEAALITGIIPQKAMAQGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!! !!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!! !!!! !!! !!

logo EF IAKR IHAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF ILDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI EVWPENDDEGFT

NTDB id 103945 QUF32 RS06785 WP 286236157.1 EFIAKIHAELSTPNTTSLGYNSIRFDDEVTRYTCYRNFLDPYAWSWQNGNSRWDLLDVMRACHALRPEGIVWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!!*!!!

logo SFKLEHLSKVANGI EHESNAHDAMADVIATI ELAKKVKAAQPKLFDYFFSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 103945 QUF32 RS06785 WP 286236157.1 SFKLEHLSKANGIEHENAHDAMADVIATIELAKKVKAAQPKLFDYFFSMRHKRKLNELIDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!! !!!!!!!!!!!!!**!

logo TSWIVP IAWHPTNQNAVIVAVDLAGKDPQPL ILDELDAVDEATLHQARLYTRHYDEDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENAAQ
NTDB id 103945 QUF32 RS06785 WP 286236157.1 TSWIVPIAWHPTNQNAVIVADLAKDPQPLIDLDVDALHARLYTRHDDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!!!**!! * !*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
TIG IDRELQCLAHNLANRVIRQHPE IREKLAVATLVFGS IQEREFENAQESNSDVDSTQLYADGFFSPADKRAAME I IRSTTAKPENRLGESLADIRTFVASDK

NTDB id 103945 QUF32 RS06785 WP 286236157.1 TIGIDRELCLANLARIRQHPEIREKLAALFGIEREFEASNDVDTQLYDGFFSPADKAAMEIIRSTKPERLGELDITFSDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!! !!!*! !!!!!!!!!!! *! !!!! !!!*!!! !!!!!!!*!!!!!!!*! !! !! ! ! !!

logo R I EPLLFRYRARHNFYPHWTLDTDENTDEQRRWAANHCRDYFYERTNRLEPDGYMLNLENLVHEHEQASDEPKKI
MAI LKSVYHQYVEKLACS

NTDB id 103945 QUF32 RS06785 WP 286236157.1 RIEPLLFRYRARNFPWTLDENDQRRWANHCRDYYETRLPDYMLNLENLVHEHESDEKKIAILKSVYQYVEKLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!**!*!! * *!!!!! !!!!!*! !* !!!!!!!!!!!! !*!!*!!!!!!!*!!!!!!*

X non conserved
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X ≥ 50% conserved


