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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 MKSRNNKISVVLVLLSLIYVIYLTYISNNNLLVGATVSKGKNGDIVITNVDEFSMASYSGIEKGDIVKSINNKKINTNEI 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !! ! ** ***!!**!* ! !!!! ! ***! **! *! * ! ! * * !* !!!* !! !* **
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 KMNKLKNVSSMIVERNGQNLELKM....TLFNDKNFTTYLIPLIFYIVCLFCCLFILKINESKNLLSAVVLIIFLLSASI 156
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! ! ** !* * ! ! **!! ****!! * ! ***!! !! *** !* *!!!*! * ! *!!* !! !!
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 AYISAGGSAKGDMLSRLIMVVTLISVPLNYLLFLYQYFKELGTKLFDKKVFILYLIPVINVVCEMFRSHLFF.RDYVPKL 235
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!!!!!!* *!*** ! ! * ! !! !* !! !* ! !*! *** !!*!!* !* *! ! *! * !*** !
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 NLLAFFFL..FIIVGIYFSIILIKNKDTEQAHIIKVLTIINIFSFSPFLCLYLIPYVFLNAHYVSSFLAASFMLLIPFSL 313
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYL..HLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
consensus !!* ! !**! *!! ***! ! ! !* *!*!*! * ! !! !!!* ***! *! * * !! **!!!! !
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 VYQFMTNKIYNVDFILSRLRYYGFLALTPTIILITTIELIRSPESEFYSVKLTFLIYIIMLAVFYYKEVLDFRFRLKRVS 393
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
consensus !!!!* !!** **!!! !*!!!* !!* !!**** * ! ** *!* ! ***! !!!!*!!!*!!*!!!!! !
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 ERFNYQDSIYKFTQLIRDSSSVSQVFGELKTTVLEVLLVSRAYIYEVSLDGNIKPYEEINSNSYHDIYQKQFRKVTSEIG 473
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIG 477
consensus !*!!!!!!!*!*!!!*! *!* !!! !!! !*!*!!!!!*!! *!!**!* * * * * * * !! ! !!!!!!
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 KIVEFNKGFVMKIGERGGKSFVILCLSKMNTPRLTLEELSWLKTLAFYTNVSIENVMKIEELMSHLEEIKQQESNPVWLK 553
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
consensus !!*! ! !!*!!*!!!!! !*!*!!!! *!!!!!! *!*!!!!!! !!! !!*!!!**!!!!! !! **!! *!!*!!!
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NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 KLMYTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKDNNPCQEEVQDKLVQMNEQMSDVISMTRETCHELRPQL 633
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
consensus !!!* !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYE
NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYE 713
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYE 717
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DDGVGFDQEKNNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 1039443 ACCO40 RS15825 WP 268454382.1 DDGVGFDQEKNNEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 765
NTDB id 91 BSU 31690 NP 391047.2 DDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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