
logo MVEDTASVAALYRSYLTPLDE IDINIVGTGRDEAI ES IAGHRREPDL I LLDLRLPDMTGMDVLHYAVKEQKRSPDVP I
V
I
VFMTAHGS I

NTDB id 103938 QUF32 RS04875 WP 143683573.1 MVEDTASVAALYRSYLTPLEIDINIVGTGREAIESIAHREPDLILLDLRLPDMTGMDVLHAVKQRSPDVPVIFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!! *!!!!!**!!!!!!!!

logo DTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKASKLKNDEAVDNPGKNQNYQGF IGSSQTML
QAVYRTIDSAASSKAS I F IT

NTDB id 103938 QUF32 RS04875 WP 143683573.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNEADNPGNQNYQGFIGSSQTMLAVYRTIDSAASSKASIFIT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFIT 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!* !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo GESGTGKEVCAEAIHAASKRRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADGGTLFLDELCEMDLD
NTDB id 103938 QUF32 RS04875 WP 143683573.1 GESGTGKEVCAEAIHAASRRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGGTLFLDELCEMDLD 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLD 239
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!

logo LQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAERGDDVI E IAYSLLG
NTDB id 103938 QUF32 RS04875 WP 143683573.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGDDVIEIAYSLLG 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLG 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo

F
YMSKEEGKDGFVRLASAPEVVERFKRQYEWPGNVRQLQNVLRNVVVLNEGRE ITLDNMLPPPLNQMPSAEPS I INRASLVPKLAHSEVANKPVSVH

NTDB id 103938 QUF32 RS04875 WP 143683573.1 YMSKEEGKGFVRLAPEVVERFKQYEWPGNVRQLQNVLRNVVVLNEGREITLNMLPPPLNQPSESII.SVPKASVAPVSVH 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 FMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHENKVSVH 399
consensus *!!!!!!! !!!! *!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*! *! * *! !* *!!!!

logo E I FPLWMTEKQAI EKQAI EACDGNIPRAAGTYLDVSPSTIYRKLQTWNEKVKQEKEKER
NTDB id 103938 QUF32 RS04875 WP 143683573.1 EIFPLWMTEKQAIEKAIEACDGNIPRAAGYLDVSPSTIYRKLQTWNEKVQEKEK.. 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!**

X non conserved

X similar

X ≥ 50% conserved


