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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 MKQILKDLIGTTTLPEDSYLDQDAEILEIFVEELEEIFTDLDILIQQP...EQQDKLTSIRRYFHTLKGSGRMVGAKSSG 77
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !! !!! ! !!!!!!! *!!!! !!!!*!!*!!!! !! *!!* ****!* !! !!!*!!!!!!!!!!*!!!!!*
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 ELAWTVEDLLNRIIAKTQAFTLAISRYVELVFKIYKYKLFYNFKNSQPHAIDLRPLVLIGQQLQQHGSLEPALEELLELS 157
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!! !!!*! * !* ! !! !!!! ! !! !!!* *! *! !!!*!*!!!!!!* !!!!!!!!!! !!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 WTLCSPETVTGLELVEHTAETLPPLGVEKLEIHEEFDSLTAETLAIFLEESEEHLATIDEFLNNN.EQGSNYNALIRALH 236
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMA.ETVTGLELDYIEQDSLAEPII..QATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALH 237
consensus *!!* *!!!!!!!! * **!*** *** ! ! * !!! *!*!! !!!!!!!* !! * **! !!!!!!!!!

logo TLRGSSAMAQVEHTI FEASSTKI
VEHNLFKI

T
L
MLQDEELSVSHTSENE I

T
A
LLLQTEHYAREFVRDSYLEYI

LLKSQREYCSNS ISEQLEARRVLYLQQTFNHQASWDEANY
NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 TLRGSSAMAQVEHIFEASSKIENLFKTMLQDELVSTSNETALLTHYAEFVRDYLYILKQECNIEQLERVYQTFNHAWENY 316
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAY 317
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 GF.HQEPVDDLVNPQGLVSRLLELEINQLLDAEFEFDQRTRTEYPEYLQLLVQQAQELVEHTRNRASQGVYDFTLELLQS 395
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKES 397
consensus *! ** !*!****!!!! !! !** !!!!! *!* ! !*!*!! ! !! !* !!* ! !****! ! !
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 YQQLLAKPQLLNLDYAYELYTQAHQQLIYLFDTLAAGQRVSLSPAHQSLLEELSAFVQQEIQQVDELSTVTE.PFEA... 471
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYN 477
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 ....P...VDVAVLQHTFNLGALSARIAADKALMHSEHSNQVADADLRDIFLEEAEELLAGMDSDLNSWTKESGQVTALN 544
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALN 557
consensus ****!*** ! ** * ! * !* **! * ! !!!! !!!!!!!!!!! !*!*!!! ! ! * !!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 NLMRYLHTLKGGANMVQATHMGLIAHELESIYQRIINGQVQVSTVLMSIIRLVQDELAERIQILREQQIDYPAPATIEIL 624
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINAL 637
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 KNIESISTGVLVTTAEPKVAEEK............LSESSQNIE...............SDITDC....TLADAEIAEHS 673
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQEN 717
consensus ! ! *** !* !! ************* ! * *!**************** *!****** * *
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 EELQTNEQVRSIVEEVFLEEAEELLQTAHKLLDQWVEERSNRSLLLQLQRNAHSLKGGARMAELEPVAVIAYALENTFEQ 753
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQ 797
consensus ! * *!! !!!!! !!! !* !! !! ! !*!!!*!!!!!! !!!!!!!!! !!*! !!! !!! !!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 FGLHNLTTSVYDPLLHTALRWLENAIFKEQYENFDSLKHSLDSIQFTEIPAQLINQIPADNIVADGSLFEFVHGDGTEPP 833
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTEPP 877
consensus !*!!* * *!! !!**!* !! !!! **! *!! ! *!!* !!! ! * !** ** * ** !**!!!!!!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 SMMGEWDNTERT.ENNEMIRISADLVEKMIDLAGENSINRSRIEMDVGQVGSILSDMELAIQRLADQLRRMEGELESQII 912
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQII 957
consensus *!!! !**!!! * !!!!!!*!!!!*!!!!!! !!!!!!!!!!!!!* ! * ! *!!!!!!!!!!!!!!!!!!!!*!!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 AKHGTENSRYSDFDPLEMDQYSSLNQLSKSLAESASDLLDFKTTLSEKIRDTEGLLLQQSRIQAEIQENLMRTRLVPFSR 992
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSR 1037
consensus !!!! !*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!*!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 LLPRLQRIARQTSSALNRPAELVVQNTEGELDRNILERLVTPLEHMLRNAIDHGIETIEQRLKQGKPESGRIELNINRQG 1072
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQG 1117
consensus !!!!!!!! !!!!*!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !! !!!*!!!!!!!*!!!
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 TDVIITFTDDGQGINLDKLKNKALERGLIGAEQKLEAEELAQLIFHPGLSTAAKITQISGRGVGLDVVQSSIKAMGGHVT 1152
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVS 1197
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 VESVQGQGTTFTIRVPTTVAISDALMVKAGDQQYAVPLAQIERIVRISPSMLEDYFAGKEDTFRIDNMYYKLRYLSEFVA 1232
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFVG 1277
consensus !!!! !!!!!!!!!!!!!!!*!!!!!!! *!!!*!*!!!!!*!!*!*!! !! !! * * ! *! !*!!!!!!!!*
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NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 NQSLPRLTGIAHSLPVLLIKGSSGQTVALLVDQLVGSRAQIVVKPVGQQLASVGAVAGATILGDGQVCLILDGQYIARQV 1312
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQI 1357
consensus !!**!!! !* *!!!!!*!!* !!!!!!!!!!!*!!!!!!!!!!*!!! !*!!*!!!!!!!!!!!!!!!!!! !!!!*

logo QSSTLQRHVKEQLVKSEASRVEYLRHQREFNSDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDEAI EQLENS IKPDLMLLDI EMPRMD
NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 QSSLRVKEVKESRELHRFNDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVEAIEQLESIKPDLMLLDIEMPRMD 1392
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMD 1437
consensus !!* !*! * ! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!

logo GFEVLTNLVRHHDMVHQRNYMPI IMITSRTGEKHRERAFASLGAVSTQYMGKPFQEAEDELLAENIDEALLEVAVFMEVSEVKS
NTDB id 1039367 ACDI99 RS12390 WP 372409540.1 GFEVTNLVRHHDVHRNMPIIMITSRTGEKHRERAFALGATQYMGKPFQEADLLANIEALLEVMV..... 1456
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!! !!!!!!!*! !!!!!!!!!!!!!!!!!!! !! *!!!!!!!!! *!! !!*!!! *****
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