
logo MPTI
NTPKPPDQSTEVI

VYR I
VRVAVPVHYLYDETFDYSTLTQAQYEQQRAHQVGASRVAIPSFGRQKNL IG I ITEKI

V
A
DPDSEVPSFLDTGSRTFQLKAI FSDELL

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 MPNTPPPQTEIYRIRVAVPVYLYETFDYSLTQAQYQQAQVGARVAIPFGRQKLIGIITEKIAPDVPLDSRFQLKAIFELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !* !!*! * *!!*!!!!!!*!!*!!!!*!!!!!! !*!! !!!!*!!!! !!!!!!!!* ! * !!!!!! *!!

logo DDEDQAP I LDDEKQVLSTLLTWSAQYYQFP IGEVMQATALPALLRQGKPLMDI
VLAFHI

LWKIKTPCDEDNAVEASKLLKRSGQKQFQDEAYQI LKLHPAT
NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 DDDAILDDKVLTLLTWSAQYYQFPIGEVMQAALPALLRQGKPLDILAHIWKIKPCEDAESKLKRSQKQFEAYQILKLHPT 160
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !* *!!!* !!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!*! !*!!! !!* ! !!!! !! *!!!!!!!!!

logo GTTENI LNLSGVETATLKRALAQKKDGLVDECHTLEPTHQDFRSPSTPVQLAQMPLTLPNDEDQKKAI
TQHYVVNQASLQHHQYQAFLLDGLTGSGK

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 GTTENILNLSGVETATLRALAKKDLVECHLETQDFRPTPVQLAQMPLTPNDDQKKAIQHVVQSLHHYQAFLLDGLTGSGK 240
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!!!!!!!!!!!!!*!! !! !!*!*!!**!! !*!!!!!!!!!!*!*!!!!! !*!!* !*!!!!!!!!!!!!!!

logo TEVYLHIMHEVLKQGKQVLVLVPE IGLTPQTI SRFKSRFHNCDI
VALLMHSGLNDSKRLQAWQQAKQMTGKAS I I LGTRSAIYTP

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFHCDVALMHSGLNDSKRLQAWQQAKMGKASIILGTRSAIYTP 320
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!

logo LHPNRLGL I I LDEEHDI
LSYKQQEGFRYHARDVALYRGHLEQGNCPVI

LLGSATPS IDSYHLVEQTEGKLKTALLQLNQRAGHVALLMPKMH
NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 LHNLGLIILDEEHDISYKQQEGFRYHARDVALYRGHLENCPVILGSATPSIDSYHLVEQEKLKLLQLNQRAGVALMPKMH 400
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus ! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!! !! !!!!!!!!*!!*!!!!

logo

L
VIDLKI

V
A
VKKKQHQGI

LSQPQL I EQIKQKNKTLADKRKEQVL I FLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSTYLHCHHCGTI
V

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 VIDLKVAKKKQGLSQQLIEQIQKKLDKKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYTYLHCHHCGTI 480
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus *!!!!* !! *!*!!*!!!!! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*

logo

H
QRLPDHQCPECQHQKQSLKTLGAMGTAGKVEEHLNQELFPDHDVIRVDRDSTSRVGSWQKIYDR IQQNKQPMS I LLGTQMLAKGHHFP

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 QRLPDQCPECQHQSLKTLGMGTGKVEEHLNELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNQPMILLGTQMLAKGHHFP 560
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!*!!!!!* !!!!!! !!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!



logo

H
YVTLVAI LDIDAGLLSVDI

VRAPERTAQL IVQVASGRAGRGEHKGDHVYLQTLRPDHPLML ITTL I EKDYRAVAKHQMTLAHERKAVAL
NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 YVTLVAILDIDAGLLSVDVRAPERTAQLIVQVSGRAGRGEHKGDVYLQTLRPDHPMLITLIEKDYRAVAKHMLHERKAAL 640
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!*! !!!!!!!!!!!!* !*!!! !!

logo LPPYRYAVL IRASDESKDNRDYSTLQHQFLANDEAIAAEQLQRLQI
MAGQDI

S
I
V
D
E IWGP IPAPMERKAGRYRAHMVI LSAQDRARLMHFFYLRQWWAQ

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 LPPYRYAVLIRSDSKNRDYSQQFLADIAAQLQLMAQDSIEIWGPIPAPMERKAGRYRAHMVILSQDRARMHFFLRQWWAQ 720
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!!!!!!! *!! !!!* *!! * ! !! *! ! **!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!*!!!!!!!

logo

L
VVHALPKRQHQLRLS IDVDPQEFNS

NTDB id 1039328 ACDJ02 RS14870 WP 125269291.1 VVHLPKQHQLRLSIDVDPQEFN 742
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !*!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


