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NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 MLKIILLGWIAGISLMGYSLPYLKSISVYVIVFVLILWMIYFVKIKTCSENISFKAVLIASSTFVMLILGDLYTDHALTE 80
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEE 80
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQ.NLLKNNQNLELGHYYRISGKTRPAH 159
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQ.NLLKNNQNLELGHYYRISGKTRPAH 159
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 HLKYKEMTSRRASEVIYIRKIGESTEHGIKQPIEILSQNKPTVIWLAYIDDQLLENMQINNNSLALGQYYQVQGIVKPVH 160
NTDB id 1015 ACIAD RS12005 WP 004928865.1 RLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGAE..KSSSLELGQYYRITAKTKPIH 158
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 SYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGL 239
NTDB id 1070 ABD1 RS13145 WP 000472713.1 SYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGL 239
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 GYANAGGFDQEKWFVQQNWMSGFQVQQIQPLSMQQVYGLGFQQHLKQQNNLWHKFGLNIEQLRLDFRIQLLQQPLKYEAL 240
NTDB id 1015 ACIAD RS12005 WP 004928865.1 SYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHAL 238
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 ILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYT 319
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYT 319
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 MLALLTGDRSLLDKNTEQMFQRFGISHLLAISGPHVLILAALFTWLLSSIIHKYQPTLYLRFPRKILMIVPFCSCVFIYT 320
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYC 318
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 AFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHF 399
NTDB id 1070 ABD1 RS13145 WP 000472713.1 AFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHF 399
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 AFVGFEIPALRTLLFTLIASLFLIFKHEIRPFNLLLYTASLSVWIDPLSILSAAFWLSYGACFILLNIYQSMQHQSDSV. 399
NTDB id 1015 ACIAD RS12005 WP 004928865.1 AFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFH. 397
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 LSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFN 479
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFN 479
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 PNLRQKIWKNSKILVQSQWKIFIALCPLVLIFFKQLSWIAPITNLIVIPFLGGMIVPLGIIAACICLLIPSLGQLLFHIN 479
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QTRFTRGMQILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLN 477
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 DMLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQ 558
NTDB id 1070 ABD1 RS13145 WP 000472713.1 DMLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQ 558
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 DLLIGLLFFILNGLDHLFQPELYAFALTPMLLLSFSLGIVLLFLPRGSIPKSWAVLCICPIFLLAWIKRDTQISVIDVGQ 559
NTDB id 1015 ACIAD RS12005 WP 004928865.1 NSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQ 557
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 GQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLP 638
NTDB id 1070 ABD1 RS13145 WP 000472713.1 GQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLP 638
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 GQSVFVQDASLRMLIDTGGYYDESKFSIGQNVVVPYLKSQGVAQLDRILLSHLDQDHSGALAAVLQQTRVKHLMANETLP 639
NTDB id 1015 ACIAD RS12005 WP 004928865.1 GQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEEIK 637
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 ND.....LKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELL 713
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ND.....LKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELL 713
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 QPTLSLQTDASFSRCHTGQTWQTSEIRLQILSPEPVDDQTIQYNRNEYSCVVYLELLKANGLRRFLIMGDAGWETEYQIL 719
NTDB id 1015 ACIAD RS12005 WP 004928865.1 D......LSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLL 711
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 KDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHK 793
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHK 793
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 HKYPDLKVDVLVLGHHGSKHSSSYDFLKHYQPKIAVASVGYTNRYGHPSLETLSRLDALHIPLYTTIQSGTITFKVEDHE 799
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGN 791
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NTDB id 1083 H0N27 RS04190 WP 168726476.1 LVLHDRRLDRLWLSRGF.. 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 IVLHDRRLDRLWLSRGF.. 810
NTDB id 1039323 ACDJ02 RS12110 WP 010588658.1 VKLEQYRNTVKWLNLYESY 818
NTDB id 1015 ACIAD RS12005 WP 004928865.1 EQTEFYRQSYKWLQR.... 806
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