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MIKNKYIHIRS IASRLAARSSSARLTRASGFTL
MVELLVAIA I FAVLSALLGWKI

VFDYL ILKTVKRDRNAEQHEEVHQLFEI LQDAYQQ
NTDB id 1039320 ACDJ02 RS10080 WP 151724345.1 ................................MVELLVAIAIFAVLSALGWKVFDYLIKTKDRNAQHEEQLFILQDAYQQ 48
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
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logo I LRDTLQI IPLSTANMQGNGQLTHRPALES ILDNNNQI
VLQRFSKAGVTDPLGKQGLVSPFYER I EYRYDADSQKKVLVYRLKYSTDNLNLTPSNRTAEQPLQS

NTDB id 1039320 ACDJ02 RS10080 WP 151724345.1 ILRDTLQIIPLTANMNGQTRPALSLNNNVLQFSKAGVTDPLGQGVSPYERIEYRYDASQKVVYRLKYSDLNLPNTAQPQS 128
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
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logo S ITLLKSNQVDEQFYQIMNVLNTPEQAELVNTKQWPDEAVNS ILDFPTKQPTNQENLKKLLPAKGI
LKIDQLVTI

VAGTVENYEWIYNSLLNDQGTDKAL ISLVLSKQEQGQNDSASSNNN
NTDB id 1039320 ACDJ02 RS10080 WP 151724345.1 SILLKNVEQFQINVLNPEALNQWPDASLDFTQTQNLKLLPAGLKIDVTIAGTEYEWIYNLLDTKAIVLKQQQNDASSNNN 208
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLS.QEGNS...... 233
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NSTNNTNHNSTNQTGQN
NTDB id 1039320 ACDJ02 RS10080 WP 151724345.1 NSTNNTNHNSTNQTGQN 225
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ................. 233
consensus *****************
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