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NTDB id 1007 ACIAD RS15000 WP 004923844.1 ......MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGY.ANASLAGLGN 73
NTDB id 1039318 ACDJ02 RS06805 WP 119686646.1 MVVHHQCSIDRGFTLIELMVVVAIVAILASIAYPSYQKYAQRTKRTDAQAEMLNIAKSMMQYKNSNSSF.AGATVANVYG 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ........MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYG 72
consensus ** !!!!!!*!*!!!!**!!!*!!*!!!**! * !***!*!******** **!**! * **!*** ***
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 AASYPVTGTAFYTLNLAVD.SDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 1039318 ACDJ02 RS06805 WP 119686646.1 GTVTPQQGTALYRLTFNPSPAIATGWTLVATPIENTSQDGDGIICLNDQGQKYWTKGATTCVLSAISTWDGR 151
NTDB id 1062 ABD1 RS15720 WP 000788345.1 SNVSPLQGKALYTLAFTTL..NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
consensus * **!**!*!*!*! * ****!*!!!! *!*!*!*!!!!!!**!!!*!*!*!! ! !!* !*!***
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