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MKKETRKIM
R
Q
SHHYGRQYGFTL I ELMVTVVAVI IVA I FAAIAFIPSYQAEYI

TRKRASNYALAMQATQQE I
MQKLAEQLERHYKRASRNFSTYKGFDASTFYL

NTDB id 1039317 ACDJ02 RS06800 WP 151725254.1 MKKETRKIRSHYGYGFTLIELMVTVAIVAIFAAIAFPSYQAYTRKAYAAQTQQEIQKLAEQLERHKARNFTYKGFDASFL 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ........MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYL 72
consensus ******** !* !!!!!!!!! ! !*!!!!!!! !!!! ! !* ! !!!*!!!!!!!!!** !!!*!!!!!!**!

logo YKQDAKSGQVTVLVASKNFDYESKTKQEI LVQSFLPLVDGTSNSKTKYTLAF IVVDNTSTPTKDEDEDEEKDEENKNGPLLTSASNTAS ILGQGWAIKALMSATDDNENNDYSFLL
NTDB id 1039317 ACDJ02 RS06800 WP 151725254.1 YKDASGVVVSNFYEKKQELSFPVDGSSKKYTLFIVDNSPKDEDEDEEKDEEKGLLTSSTSLGQGWAIKALSTDDENDSFL 160
NTDB id 1006 ACIAD RS15005 WP 004923843.1 YQDKSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTT...........NNPLLTSANAIGQGWAIKAMSADNNNYSLL 141
consensus ! ! !! * ! !! * !*! ! !!!! *!! ************* *!!!! *!!!!!!!!*! ! ! ! !

logo

K
LTNSNTGFIQSCKNKTKWANI STFSSGSCGTVGSE I

SW
NTDB id 1039317 ACDJ02 RS06800 WP 151725254.1 KTSNGIQCKNKTKANITFSGCGVGSEIW 188
NTDB id 1006 ACIAD RS15005 WP 004923843.1 LTNTGFSCKNKTWANISSSSCGTGSESW 169
consensus ! ! !!!!! !!!* ! !! !!! !

X non conserved

X similar

X ≥ 50% conserved


