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ANAEKIFEQALQANRDSHVSMLELAEI YLQQRWIPAATMYEQYVRTVGQKNQGARALWIGIRVARANADRIWGYQVLVN
FNAEK FKQALQANRDSYVSMLEL EIFYLQQQ PAATQMYEQYVRTVGQENQGARALW GIRVARAN DRMGMQRAL N
AFAEK FKQALMANRDSY SMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIG RVARANAD MGMQVLVN

e DHR Sl TEAV

QLRISY PDSSEYQRYLISLQYSTEA VWK
QLRALFPDSSEYRRYLQLQYSTEA VWK
QLRALFP SEEYQRYLQLQYSTEAVWK/EEEIS

X non conserved
B similar
>507% conserved
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