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LKKNRSVGLSYFI EPPVFIRYHYWWQDRS IVFL ILAAIAI ILA I LVLHI FVLL IHFAMPAPSDEQTASTKE IA I
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V
E
KHADFLAQASDQKQGSGAK

NTDB id 1039309 ACDJ02 RS03195 WP 151724679.1 MFKKNVGYFPVIRHWWQDSILLAAIAIAIVLHIFVLLIHFAMPAPSDTATKEIAVTIRPSPDKVEHADFLAQSDQKGSGK 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus ! !! ** *!!!! * *!!! *!!*!!!!!!!!!!!!!!!!* !!!!!**!!!**! * !!!!!!! !! !!!

logo FHRDEASHRMSSDNMSPAKAPMPDSDQASSTGEASPQLTEQTLDEHKI
VQQQRELKFEEKVLMTVLSWQKQAEENSQRKKALQDEDQLQSQFQAKAAMVAS

NTDB id 1039309 ACDJ02 RS03195 WP 151724679.1 FHDSHRMSSDMPKAMPDQ.SSGESPTQTLDHIQQQRELKFEEKVLMTVLSWQKQAEENQRKKAQDDLQSQFQAKAAMVAS 159
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !** !!!!! ! *!! *!*!! * !!***!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! * !!!!!!!!!!!!!!

logo

I
LEAQYLQRQQDNFSRQQKRIKTVDGIQAKKQDASAAYLDNKFREKVELYGNRYYPDEEAKQQNQLAKGEVRLMVI

VLNAQGGIRAIRL
NTDB id 1039309 ACDJ02 RS03195 WP 151724679.1 IEAQYLQRQQNFSRQQRIKTVDGIQAKQDASAAYLNKFREKVELYGNRYYPDEAKQQNLAGEVRLMVVLNAQGGIRAIRL 239
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus *!!!!!!!!! !!!!!*!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!*!!!!!*! !!!!!!!*!!!!!!!!!!!!

logo

I
LESSGHP I

VLDEAAKASVRRGAPFGRFDAVGNMKDI SELR I IRTWKRFDNPAEQAEFEVH
NTDB id 1039309 ACDJ02 RS03195 WP 151724679.1 IESSGHPILDEAAKASVRRGAPFGRFDVGMKDISELRIIRTWKFNPAQAEFEVH 293
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*! !! !!!!!!

X non conserved

X similar

X ≥ 50% conserved


