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NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANAS.....LAGLGNAA 75
NTDB id 1039306 ACDJ02 RS02480 WP 151834017.1 MFKQRGFTLIEVMIVVVIIGVLVAIVYPSYTQYKVRTNRADMQVEMMNIAQKLESRKLANNSYLNSDSTKNTIGSIYGST 80
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPS....NATIQSIYGSN 74
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 SYPVTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 1039306 ACDJ02 RS02480 WP 151834017.1 TSPQQGTALYTLAFSTL.TSTAWTLTATPMNSTPQTGNGIICLNDQGQKYWAKGATACALSATSNWDGR 148
NTDB id 1062 ABD1 RS15720 WP 000788345.1 VSPLQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
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