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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1039305 ACDJ02 RS02475 WP 151834016.1 MQRYHAVKFNQGYTLIELMIVLVIIAIFASIAFPGYQLYMRRANAAAAQQEMQKLAEQLERHKSRNFSYRGFDAQYLYNS 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.........................GYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 1039305 ACDJ02 RS02475 WP 151834016.1 TGTI...PFNAASQTLTLPLNASGTGIKYNVTIVDGNGSGT.LLPASTSGQSWAIQAVSTDAQNYSLLMTSTGVRCQNRT 156
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSN..TKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1039305 ACDJ02 RS02475 WP 151834016.1 TANIKFNT..STNVWECGVGGENW. 178
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WANISS........SSCGTGSESW. 169
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