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NTDB id 1039303 ACDJ02 RS02465 WP 216069502.1 MKSSSCINNKIMRHQQGATLIIVMIILLIIVVVGILAVRVALVSLGVATNSQVNQLNFQSSDTPLAWFNNVAPTTITDFD 80
NTDB id 1065 ABD1 RS15735 WP 000149372.1 MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTLTNIT 80
consensus ! * * ! ! * !!!!!*!*!!!!!** !!*!!*!!!*!!! !!!!!!! !!!!!!!!!!! ** !!!*!

logo NVIGAALKAEHNESNPGAGEYI
NFCYKPTVSSTSTVGSFAQTRVDGASL ILRAKADGSAGNNATVVDEDTGGVAGFCDNLSTRSDFYGSNRQAVVTQVAVS

NTDB id 1039303 ACDJ02 RS02465 WP 216069502.1 NVIGAALKENESNPGGEYIFCYKPVSSTVGFAQTVDASLIRKADSGNNATVDTGGVAGFCNLSRDFGSNRQAVVTQVAVS 160
NTDB id 1065 ABD1 RS15735 WP 000149372.1 NVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRA.GSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVS 159
consensus !!!!!!!! *!!!!!*!! !!!!! !**! !!!! !!!*! * !*!!! !* !!!!!!! !* !*!!!!!!!!!!!!!!

logo I PTDATMNANDTI
TPGSGNLPRDGINLVSEGTQLPKSML

TSTQR IRVI
TTTAFMLPAYASASSTS ILESNS ILQFQADCLSSTSSTAKI SDDNFLDTASATLGTAGDSEK

NTDB id 1039303 ACDJ02 RS02465 WP 216069502.1 IPTDTNNTTPGSGLPRGINVSEGTQLPKSMTSTQRIRVTTTAMLPAYSASSISSIQQACLSSSTAKISDDLTATLGAGSE 240
NTDB id 1065 ABD1 RS15735 WP 000149372.1 IPTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLENLQFDCLSTSSAKISDNFDSALT..DK 237
consensus !!!! !!! !!! !!*!!!!!!!!!! !!!!!!! !!! !!!! *!* *! !!!*!*!!!!! ! **

logo

Q
YTLAGDKCLASDNHNGNVPFSTQVQEFNYLTNKQLTE I

VTAVPGS
NTDB id 1039303 ACDJ02 RS02465 WP 216069502.1 YTLGKCLSDNGVPFSTQVQEFNYLNQLTEVTVPGS 275
NTDB id 1065 ABD1 RS15735 WP 000149372.1 QTLADCLANHNVPFSTQVQEFNYTNKLTEITAPGS 272
consensus !!* !! * !!!!!!!!!!!! ! !!!*! !!!
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