
logo MQAFPQLSNSSTPSLSHYTI FYRLGLTWYGTLYRL IL IAVTVGSL INI I FLQVL ITDSAEQLTDNANDSLYNQQPAVLYFSYTL ILAGYCSLVALSL IVQFLLCLFKF IYAPRTQAIDTRQ
NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 MQAQSSTPLSYTIYRLGLWYTLYRLLIVTGLIIIFQLISEQLNADYNQPVLYFYTLIAYCVASLIQFLLFKFYPRQIDRQ 80
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
consensus !! * **!!*!!*!!! !! !!!!*! ! !! ! ! *!! !! !!!**!** !!*! !*!!! * ! !!

logo L I ILFVF IVVDI
V IACLGSLLTFSLVGAEPNLNQI

LSLLYVIATI
VFSTASAI LLPSARKRMVSLLVITLLAVIASLVIYQQRFFVGSSFLFDYNNLNSTIGNSAL

NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 LIIVFVVDVIALGLLTFSLGAPNLNISLLYVITVFSAAILLPRKVSLVITLLAVISLIYQQFFSSFFDYNNLSTIGNSAL 160
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL 160
consensus !!* !*!!*!*! !!!!!*! !!!**!!!!!! *!* !!!!* **!!*!!!!!!! *!!! ! ! !!!!!! !!!!!!!

logo LAFLFFVMVHYGIGQI
VAVKQHRFKI

LLEANI
L
S
TFHRQS IQAELYQLQNINRYI LEQIDEDEGYLVLDENYDHI

VVLVSNPAACSTLLGIPPLQFAHNE
NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 LAFLFFVMYGIGQVAVKHFKILENISFRQSQALYQLQNINRYILEQIDDGYLVLDENYHVVLSNPAACTLLGIPPLFAHE 240
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE 240
consensus !!!!!!!**!!!!*!! *!!*!! **!*!! !!!!!!!!!!!!!!!**!!!!!!!!!**!*!!!!!!*!!!!!! !!*!

logo

K
Q
L
YPLAVKTWHQAPDLFE I

LLKRFDGDPLEKDEGDEQRF I FESQRLSATYNS IVHNIKVQHRL ILVPHQQATL ITLL IRLQDAVQQI
LNQQAVQQLKLAALGQLSAS

NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 QLPLAKTQPDLFELLRFDPLEDGEQFIFESQLSTYNVHIKVQRLIVPHQALILLRLQDVQQLNQQVQQLKLAALGQLSAS 320
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS 320
consensus !! ! **!!!!*!*! *! *!* !!!!! !! ! **!!!!*!*!!*! ! !! !!! !!*!!! !!!!!!!!!!!!!!

logo IAHE IRNPLAAIVQANELLYI
K
D
GSDKPSEQQHNLTLQRHKMIGSKQSTKR IDNDS I IVEQDTLGRLMARNSDERTTHP I

M
L
QIDELVDKHSF ILDSHTLLETEDLFSDVKQ

NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 IAHEIRNPLAAIVQANELYIGSKSEQQHLLQKMISKQSKRINDIIEDTLRMARNDTTHPMLIELDSFLSHLLTEDLSDVQ 400
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVK 400
consensus !!!!!!!!!!!!!!!!!! ! *!!!* ! *!! !!*!!! !* !!! *!! * !!!* !** *!* *!! !!! !!
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NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 HQIHLEMTEKV.IVQFDPKQLTQVLINLIRNALRHNDPDVDQIVLSVRMVQAEVFIDVIDFGNGIEKRDISQLFKPFFST 479
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
consensus ! !*! *** * !!*!!! !!*!!!*!!!!!!! !! * ! * ** **!!!!!*! !* !!!!!!!!!!!!!!

logo E IKNGTGLGLYLSHSFLCEANHAKLSTYVEQKQKQGACFR I EQCPS ITI
K
D
Y
K

NTDB id 1039297 ACDJ02 RS02100 WP 372375854.1 EIKGTGLGLYLSHSLCEANHAKLSYVEQQKGACFRIQCSTKDK 522
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY. 522
consensus !! !!!!!!!!!!! !!!!!!!!*!!!! !!!!!! !* *



X non conserved

X similar

X ≥ 50% conserved


