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NTDB id 1039294 ACDJ02 RS01855 WP 005001713.1 MKKVLHGIRSFNALGLKKHCIAVAICAGLGMTGLSATYAASPNVNPPSLRASAPNVYVVKKGDTLWDISGKFLDKPWRWP 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!! *!* !*!!!*!!!**!*!*! !*** * *! !!!*!!!!!* !!!!!!!!*!!!!!!!!!*!! !!!!!!

logo E IWASNKQHVKNPHWIYPGDRLLLCSTLDGRPLVGKRDEGDGCEVGI IRRYSTGQRTTHTLQPQVR I
VEAQLNSNSTI

VPVIPLDEHNIKQWLDE
NTDB id 1039294 ACDJ02 RS01855 WP 005001713.1 EIWASNKHVKNPHWIYPGDRLLLCTLDGRPLVGRDEGDGCEGIIRRYSGRT.TLQPQVRIEQLSNTIPVIPLDNIKQWLD 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!! !!!!!!*! !**!!!!!!*! ! !**!!!!!**!!!!!*
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NTDB id 1039294 ACDJ02 RS01855 WP 005001713.1 RTAIVASDSIENTPYILGTADQRVLAGKGQNVYVRGQGLTSGQRYAVYRKGEPYVLTDANGKKHTVGLELLQVASGIVTQ 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus * !** !!! !!!!!*!!!!!!!!!!!!! *! !!!!! !!!!!!!! !!!! !! !!!!**!*!!!!!!!!*
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PEEQEQAMTLPTLFYPTVDEAKNQVTDQGGKQI IVRVMGS IGRSAAKNSVVTI
LDRGRTLTDQGI

VQSVGHQ
NTDB id 1039294 ACDJ02 RS01855 WP 005001713.1 VDHDIATMELTDSYNAEVRRGDLVMFEQEAMLPTLFYPTEANQVTQGGQIVRVMGSIGSAAKNSVVTIDRGRLDGVQSGH 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus **!! !*!!!!!!!!!!!!!! !!*! ! !!!!!!! *! !!! !! !*!!!!!!! !!!!!!!!*!!! !*! !*

logo VFADITYQQGESTI
V
Q
RDPKTKERVIKQLPGNQKQI

VGSTLMVFRTFDQLSYAYVLESDSLP IKVGASES I LQPSPQRFLDND
NTDB id 1039294 ACDJ02 RS01855 WP 005001713.1 VFAIYQQGETVQDPKTKERIKLPNQKVGTLMVFRTFDQLSYAYVLESSLPIKVGAEILPPRLDD 383
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! ! !!!!** !!!!!! ! !! ! *!*!!!!!!!!!!!!!!!!!! !!!!!! ! *! !
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X ≥ 50% conserved


