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:I:‘]i: id 1038817 ACCP85 RS16240 WP 136732873.1 TE%DLASEFBYF%V hEREYKRV |YEVKY.|-E|SK| | . DNA E AAA%E \T \.RBQSA\-KKXAS WS

A IR, LR[S LiKE¥NIGVTS
NTDB id 1058 ABD1 RS01615 WP 001274986.1 Q VGC|® CREGYKGRVGIYEVMK TPEISKIIMEDGNALEIAAA EJMLGFNNLRRSGLKKVMQGVTS
NTDB id 1018 ACIAD RS01685 WP 004920473.1 Q Q PVGClsl CREGYKGRVGIYEVMK TPEISKIIMEDGNALEIAAWAEWLGENNLRRSGLKKVMQGVTS
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