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rsansenar U0 TR A5 FAREOA et 1 AT

) AR AL LT LA

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQK RERSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

AL TR LAFEAVLTO A L R CARL st Al

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPBRAMLCQFREIQGYQQALRRAGI |y PlY[Wd F F GAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGIKDPQYS TEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGI KDPQYS TEFSFDGGAKA

BT A AL A TR

VRNLLELPENPTAIFCHNYDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELJAEPPTAIFCHCDTMAIGAIQEAK LGIgRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL

T RV RESH gy

GHDV  GSRLLETKLVVRIASAAPP] IS 335
KGHDVHSGSRLLETIJL VRGSAAPPQRA 335
KGHDVHSGSRLLETKLVVRGSAAPPQRA 348

X non conserved
B similar
> 50% conserved
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147
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