
logo MKKS ILSYEKR IYKSQEYLASPTLGETI EHHYRASLFGGSYSTLATVDNDEATVFAMVSDGELYLRACEQSAQYCVKHQPSPSSVFWLTLYKLKCRGRPSVLTLN
NTDB id 1038619 ACB496 RS07565 WP 100780904.1 MKKISYERIYKSQEYLSPLGEIHHRALFGGYTLAVNEAVFAMVSDGELYLRACEQSAQYCVKQSSSFLTLLKRGRPVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! *!! !!!!!!!!! *!! !**! !!! !*! ! * !!!!!!!!!!!!!!!!!!!!!!!!*** *!! !*!!*! !!

logo YYRVDDEGSLWQRDNQRELKRLLVQRLSKSFYASLDEAALRKQEKRSLTRHNQTRERRLKDLPNLMS
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NTDB id 1038619 ACB496 RS07565 WP 100780904.1 YYRVDDGLWQDRERLLQLSSFALEAARQERSLRHQRRRLKDLPNLTFQIEVLLCEAGVTSETMLRALGAEECWLKIRARN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!* !! *!* !! * !*!! !*! !* ! !!!!!!!**!**! *!*! !* !! !!! !!!**! !
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NTDB id 1038619 ACB496 RS07565 WP 100780904.1 KNLGIRVLFALAGAIEGTHEAALPTVRRRELTEWFNALPVLPDSHSDR. 208
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * **!! ! !!! ! !!!!!! !! !! !! !** ** * *
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