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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 MLKIFKYLKPKEWTLIVASIVFIVGQVWLDLKLPDYMSKITTLVQTEGSKTSEIWSAGGKMLLCALGSMILAVVVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !!!! ! *!!! *** ! !!* !!*!!! !*!!! !!!!*!! !* !*! *! !!!** !! *!!*!!* !
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 KVATSLSKELRKGVFDKTLSFSMEEINGFSIASLITRSTNDITQIQQTVAMGLQVMIKAPILATWAILKIMGKSWEWSAA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * ! ! * !! *! * * *! !! !!!*!!*!!*!!!*!!*! * !!*!!* **!!*! !!* !! !!! !!**!

logo

T
VGVAVI

L
I
V
L
V
F
L I LMI

L
G
S
N
VL IMF

I
F
V
A
V
F
LPKRFQKRQVVQKSLTDANLNRSTVTREGSLTGI

VRVVHRAYNAEQDGYQDEETKFEKQREVNKNLTDKLTNLFLVNYRLMASL
NTDB id 1038337 ACB089 RS13965 WP 374966945.1 TGVAVIVLLILIGNLIIFVLPKFKVVQKLTDNLNRVTREGLTGIRVVHAYNAQGYQEEKFEQVNKNLTDTNLFVNRLMAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 MQPGMGLIMSGLTLAIYWIGAHLINNA............AGMDRIGKFSDMVVFSSYAMQVVMAFMLLSMTFILLPRAAV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !*! ! ** !!!!!!!!!!!!*!*! ************! !!! !!!!!!!!!!!!!!!**!!** !!*!!!! !
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 SAARINEVLNTPQTIIDGDIKSSPKGIEGEIELRKVSFKYPDAEDYVLKDISFTAHKGETVAFIGSTGSGKSTLINLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 FYDATEGEVLVDGINVKEYAHEALYNKLGYVSQKAVLFSGTVKSNVAYGENGQIPSTDEGIKKAVEIAQGKEFVETMEGE 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 YEAAIAQGGTNLSGGQKQRISIARAVNRNPEIFIFDDSFSALDYKTDRQLRSTLKKETKGATSLIVAQRIGTIKDADKII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * *!!!!!! !!!!!!!* !!!!* ! !!! !!!!!!!!!!!!!!! !! ! ! !! ! !!!!!!! !! !!!*!*
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NTDB id 1038337 ACB089 RS13965 WP 374966945.1 VLDEGKIVGMGKHSELLKTCNTYQEIAYSQLSKEELEND. 587
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
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