
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGVAASVACGRTFKSTLMVAVNRQTFRTGNAQDNSGDEPREADF I SNCVAITWRRKSQAENFLVANFLQTRKKGNSLAIVGVEDGR I

LQTGR
NTDB id 1038331 ACB089 RS08220 WP 374965986.1 MINRVVLVGRLTKDPELRYTPNGVASCRFKVAVNRTFRGQDGEPEADFISCVAWRKQAENLANFQRKGNLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!!*!*** !**!!!!!*!! !!**!!!*!!! *!!*!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFIVSQLFLESPKNRKNTTGGSTGEQSAGRSQGNDGGSANSVGQGNFYRNESDGNANQSGNRGAGSSQPYFQGGGNQGNDQSGNSPGYFGKTGQSNPQQNNTGQNRTAQRNPANQAGYTNNRSFTVDNQADEDP

NTDB id 1038331 ACB089 RS08220 WP 374965986.1 SYEGQDGKRVYTTDVVADSIQFLEPNKGSESAQNGSNV...RSDASRGASPQ...NGSGGYKQPQN..TQPNYTRVDEDP 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADP 153
consensus *!!*!*!*!!**!*!*******!!** ****** *** *! !** * ** *!* **** **!!

logo FANDNSKGGKQAPVI EDVI SEDDDLPF
NTDB id 1038331 ACB089 RS08220 WP 374965986.1 FANSKGPVEVSEDDLPF 169
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
consensus !!! * ****!*!!!!!
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