
logo MLKNKRSLS I EPFYHYWWQDRVF IAAI
TI LA I

VLLHI FVLL IHFAMPASPSEQSTKE IA I S IRPSSTENDEPVI
V
K
Q
H
QADFLAQADQQGSGA

NTDB id 1038320 ACB088 RS18670 WP 375037668.1 MLNKRSLSIEPFYHWWQDRVFIAATILAVLLHIFVLLIHFAMPSPSEQSTKEIAISIRSSNEPVQQADFLAQADQQGSGA 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !! !!!!!!!!!!*!!!!!!!!!! !!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!** *** *!!!!!!!!!!!!!!

logo FRDEAHRMTSSDNSTPANPMPNSDASTGDEAQLESTLEQKVQQQRELKFEEKVLMTVLSWQKQADEAESQRKKAELEQLQSQFQAKAAVMVAS
NTDB id 1038320 ACB088 RS18670 WP 375037668.1 FRDAHRTSSDTPNPMPNDASTGDAQLESLQKVQQQRELKFEEKVLMTVLSWQKQADASQRKKELEQLQSQFQAKAVMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!*!!! !! *! !!! !!!!!*!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!* !!!!! !!!!!!!!!!!! !!!!

logo LEAQYLQRQRQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKLQQQLKGEVRLMVI LNAQGGIRAIRL
NTDB id 1038320 ACB088 RS18670 WP 375037668.1 LEAQYLQRRQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKLQQLKGEVRLMVILNAQGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo LESSGHPSVLDEAAKASSVRRGAPFGHRFDATNMKDI SELR I IVRTWRFDPAEQAEFEVH
NTDB id 1038320 ACB088 RS18670 WP 375037668.1 LESSGHSVLDEAAKSSVRRGAPFGHFDTNMKDISELRIVRTWRFDPAQAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!*!!!!!!! !!!!!!!!!*!! !!!!!!!!!!*!!!!!!!! !!!!!!
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