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ELOLELY LA B L LRTIRORSTLIR A ) RN

MFSFLNPQBILIGELSPCLLCESGWREKMSLCK CWEQLPWLKQMIQRNDQ VLVACINYAYPINRIIQQFKYEQKLHYQML
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL

AOLLAE R PRLTER LA SRR A

L E LQQLKFPKVQAIVPMPISNQRLMERGFNQSLLLAN LSKQLKIPVWQPVQRLINEHSQKGLSRLERFENIEQQF Al3
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL

TRV OVATESS ALSRLACL T ks sty

TQEKRRYRRV]§ IDDV TTGSSIMALNOWLKQLGCT IHA CLAAINS NS 209
TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY] 211
TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211

X non conserved
B similar
>50% conserved
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