
logo MFSKFLNPQHYL IFHQSLLSPCLLCESIGVTREKDYSLCKDECWEQLPWLKQI
TIQRNDQTSVLVACDHYAYP INR I IQQFKYEQKLHYQI

TL
NTDB id 1038318 ACB088 RS18325 WP 375038825.1 MFSFLNPQHLIHSLSPCLLCESGVREKDSLCKDCWEQLPWLKQIIQRNDQTVLVACDYAYPINRIIQQFKYEQKLHYQIL 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
consensus !!*!!!!!*!***!!!!!!!!*!*!!!*!!!!*!!!!!!!!!!*!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!*!

logo LGAE I
VLQQLKFPKVQAIVPMP I SNKQRL ITERGFNQSLLLANI

LLGSKQLKIPVWQPVQRLANEHSQKGLSRLERFENI EQQF IVAFL
NTDB id 1038318 ACB088 RS18325 WP 375038825.1 LGEILQQLKFPKVQAIVPMPISNQRLIERGFNQSLLLANILSKQLKIPVWQPVQRLAEHSQKGLSRLERFENIEQQFIAF 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
NTDB id 1071 ABD1 RS15375 WP 000472269.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
consensus !*!*!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!*!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!*

logo TQENKRRYRRVFLVI IDDVVITTGSS IYHALNSQVALKQLGCTTS IHAASCLAATALSTSNTSY
NTDB id 1038318 ACB088 RS18325 WP 375038825.1 TQEKRRYRRVFVIDDVVTTGSSIYALNQVLKQLGCTTIHAACLAATLTN.. 209
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus !!!*!!!!!!**!!!!*!!!!!!*!!*!*!!!!!!!*!!!*!!!!******
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