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NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..MSIRHF...FTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSK....PTQQSGTGVKVNIN 71
NTDB id 1038287 ACB088 RS13285 WP 375037196.1 MPLSMNLWKSKYYIFIVLFWSLISSTLIQAQSFDQNFKEWKAKQQMYDQKLSMQHSSHSNVS...KSSTMTDSSGQVHLN 77
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPS.VCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLN 79
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKYFVLIMLCLGVISPS.VCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHLN 79
consensus ***!********** ********!*****!!*!!!****!!**!***!**!****!*!!********************!
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VGEKKALQAIVEYRQQKYNGGKSFAKSNVIDDEFLIQKKNVKGIGPKAFI IFEKNRKDTSRLSAI
L

NTDB id 1014 ACIAD RS13855 WP 004924483.1 SATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 1038287 ACB088 RS13285 WP 375037196.1 QANVDELQKLKGIGEKKAQAIVEYRQKNGGFKNIDEFKNVKGIGPAIFEKNKTRLSL 134
NTDB id 1041 H0N27 RS14740 WP 005124713.1 QANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 QANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
consensus *!***! !*!*!*!!!!!*!!!!!!!**!*!***!****!!!!!!***!!!**!!**

X non conserved

X similar

X ≥ 50% conserved


